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REVIEW

MDR/XDR/PDR or DTR? Which definition best fits

the resistance profile of Pseudomonas aeruginosa?

Federica Cosentino®®, Pierluigi Viale®® and Maddalena Giannella®®

Purpose of review

The aim of this narrative review is to compare the prognostic utility of the new definition of difficultto-treat
resistance (DTR) vs. established definitions in patients with Pseudomonas aeruginosa infection to understand
the therapeutic implications of resistance classification and its impact on clinical outcome.

Recent findings

Among Gram-negative bacteria (GNB), P. aeruginosa (PA) is associated with high rates of morbidity and
mortality, mostly related fo its intrinsic capacity of developing antibiotic resistance. Several classifications of
antibiotic resistance have been proposed in the last 15 years. The most common used is that from Magiorakos
et al. including multidrug resistance (MDR), extensively drug-resistant (XDR) and pan drug resistance (PDR)
according to the number of antibiotic classes showing in vitro activity. A further classification based on the
resistance to specific antibiotic classes (i.e. fluoroquinolones, cephalosporins, carbapenem resistance) was
also proposed. However, both of them have been criticized because of limited usefulness in clinical practice
and for poor correlation with patient outcome, mainly in infections due to PA. More recently the new
definition of difficultto-treat resistance (DTR) has been proposed referring to nonsusceptibility to all firstline
agents showing high-efficacy and low-foxicity (i.e. carbapenems, B-lactam-B-lactamase inhibitor
combinations, and fluoroquinolones). Studies including large cohorts of patients with GNB bloodstream
infections have confirmed the prognostic value of DTR classification and its clinical usefulness mainly in
infections due to PA. Indeed, in the recent documents from the Infectious Diseases Society of America (IDSA)
on the management of antibiotic resistant GNB infections, the DTR classification was applied to PA.

Summary

DTR definition seems to identify better than MDR/XDR/PDR and single class resistant categories the cases
of PA with limited treatment options. It requires periodic revision in order to remain up-to-date with the
infroduction of new antibiotics and the evolving pattern of resistance.
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INTRODUCTION

Pseudomonas aeruginosa (PA) has intrinsic resistance to
many drug classes, the capacity to form biofilms and
the ability to quickly acquire resistance upon expo-
sure to antibiotics [1]. The latest report of the Euro-
pean network EARS-Net showed that, in 2020, 30.1%
of isolates were resistant to at least one antibiotic
among carbapenems, fluoroquinolones, ceftazidime,
piperacillin-tazobactam, and aminoglycoside. The
highest percentage of resistance was observed for
fluoroquinolones (19.6%), followed by piperacillin/
tazobactam (18.8%), carbapenems (17.8%), ceftazi-
dime (15.5%) and aminoglycosides (9.4%) [2].
Multidrug resistance (MDR) definitions have
changed over recent years. In a majority of studies,
the classification adopted for antibiotic resistance
was that proposed in 2008 by the US and European
Centers for Disease Control and Prevention (CDC
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and ECDC) and published in 2012 by Magiorakos
et al. [3]. Multidrug -resistance (MDR) was defined
as nonsusceptibility to >1 agent in >3 antimicro-
bial categories; extensively drug-resistant (XDR) as
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KEY POINTS

o The impact of new difficultto-treat resistance (DTR)
definition on evaluation of clinical outcome of patients
with P aeruginosa (PA)-infections is a key issue to
consider in defining the burden of clinically meaningful
co-resistance and its relationship to prognosis.

o Magiorakos definitions have demonstrated some limits
in showing consistent correlation with different patient
outcomes. On the other hand, nonsusceptibility to all
firstline and low-toxicity agents very often leads to
clinically inappropriate empirical regimens and
subsequent reliance on more unfavorable outcomes.

o In some studies, DTR definition seemed to identify better
than carbapenem resistance and multi-/extensive-/pan-
drug resistance categories the cases of P. aeruginosa
with limited treatment options.

e Certainly, since the introduction of new antibiotics, the
concept of DTR is able to evolve over time to remain
up-o-date and the assessment of what constitutes first-
line agents will likely need to be revaluated.

susceptibility limited to <2 categories; pan drug
resistance (PDR), as nonsusceptibility to all agents
in all antimicrobial categories [3]. Despite their
advantages for epidemiological studies, these defi-
nitions have some limitations; indeed, they weigh
all antibiotics equally only considering their in vitro
activity, regardless of their “real-life’’ effectiveness,
pharmacokinetic/pharmacodynamic behaviors,
and toxicity, limiting the bedside applicability of
MDR and XDR categories. To fill this gap, in 2015
fluoroquinolone resistance (FQR), extended-spec-
trum cephalosporin resistance (ESCR), and carbape-
nem resistance (CR) definitions were introduced by
CDC [4,5]. Generally, in Enterobacterales and/or
Acinetobacter baumannii infections, CR depicts cases
with very limited treatment options. However, this
could not be the case for PA where activity of FQ,
ESC and/or B-lactam/B-lactamase inhibitor (BL/BLI)
could be maintained also in presence of CR.

More recently, a new definition of resistance for
Gram-negative infections has been proposed and
labeled as difficult-to-treat resistance (DTR). This
is based on the concept that nonsusceptibility to
all first-line agents very often leads to use of second-
line agents (such as aminoglycosides, tigecycline, or
polymyxins) which are characterized by poorer
pharmacokinetic properties and increased risk of
toxicity, resulting in a better prediction of poor
outcome. Validation on large patient cohorts has
shown that this new definition is promising in
better defining the correlation with clinical out-
comes, and potentially in designing and evaluating

0951-7375 Copyright © 2023 The Author(s). Published by Wolters Kluwer Health, Inc.

clinical trials on the therapeutic management of
antibiotic resistant Gram-negative infections [6].

Therefore, the aim of this narrative review is to
examine and update available evidence about the
prognostic utility of the new definition of DTR
compared with the established definitions, in par-
ticular in patients with PA bloodstream infections
(BSIs).

METHODS

We searched for randomized controlled trials (RCTs)
and observational studies published from Janu-
ary 2022 to June 2023 on PUBMED using the
following keywords

““difficult to treat resistance’” or ““difficult to treat
definition”, ‘‘Gram-negative bloodstream infec-
tion”, ““P. aeruginosa bloodstream infection”. Title
and abstract screening were performed in order
to check for consistency with the selected topic.
Only studies published as full-text documents were
reviewed.

Impact of difficult-to-treat resistance vs.
Magiorakos definition on mortality

The major issue about the classification of resistance
from Magiorakos ef al. is that its use does not well
correlate with clinical implications [7"%,8]. After its
introduction, only few studies have compared the
prognostic utility of the new definition of DTR in
Gram-negative BSI (GN-BSI) with the previous one,
which main findings are summarized in Table 1.
Kadri et al. [7™] retrospectively analyzed a
cohort of 29 474 inpatients with GNB-BSIs at 173
US hospitals. A total of 46 521 isolates were
recorded: 28 640 (61.6%) Escherichia coli, 9168
(19.7%) Klebsiella spp., 3221 (6.9%) Enterobacter
spp., 4493 (9.6%) P. aeruginosa, 999 (2.14%) A. bau-
mannii. Among the isolates, the DTR prevalence was
1.1% (n = 471), compared with 1048 (2.3%) CR;
4165 (9.0%) ESCR; and 10 240 (22%) FQR. P. aeru-
ginosa had a CR/DTR prevalence ratio of 4.5, reflect-
ing the underlying susceptibility of many CR
isolates to piperacillin-tazobactam (85.1% suscepti-
ble) and/or aztreonam (49.5% susceptible). Preva-
lence differences between CR and DTR were smaller
but still significant for the other Gram-negative
bacteria. Unadjusted mortality rate was 43% (202
of 471) in patients with DTR, 35% for CR (183 of
526), 22% for ESCR (609 of 2756) and 18% (795 of
4342) for FQR. After adjustment for confounders, all
resistant phenotypes remained individually associ-
ated with an increased mortality risk compared with
nonresistant GN-BSIs: FQR [adjusted risk ratio (aRR),
1.17; 95% confidence interval (CI) 1.10-1.26;

www.co-infectiousdiseases.com 565



Gram-negative infections

.mgmp.__o

pup {(—¥D¥DS3
/H3404) ¥D 10 ¥Ds3
jou inq yo (—y1a
/+4DS3) ¥1d 10 ¥D

s
b__ctoE paspaloul
Apuponiubis ou pamoys
(866°0=d ‘'86°0
4OP) ¥4 '(945°0=d
‘0Z°1 "40P) ¥D53
‘(z1£0=4d ‘€80

(%€1)
€1 3o4 ‘(%5'8l)
L¥7 ¥DS3 :Alljpyow-

(9%5°8) 66 ¥OA
(%58l) 9Lz

¥DS3 :9ous|pAsId-

1ou inq ¥2$3 ‘(—3La "¥OP) ¥D "(910°0=d 'sedAjousyd
/+¥D) ¥1q fou inq '8G°¢ "JOP) Alljppow ouDjsisal
4D “Y1Q :seuobajod im PajoIo0ssD (%2 °61) pauyep-Oad (%6°91)
Buiddojierouou Apuspuadspul LZ/¥1 :d1a /61 lluupwnog
[o21ydunIa1Y SOM Y1 ‘siepunojuod (%08) /+¥D 104 Ajuo %S€) v (%L '72) 882
G ojui sadAjousyd [ouusjod oy paysnlpo ¥/ :AipHoyw  8|qp|ipAp) Ajijopowy 001 :Appoyw  psoulbniep ¢ ‘(%467)
20UDysIsal [9pow uoissaibal (%9°21) (%z281) (%S¥7Z) 982 262 @pluownaud 0z0Z diD
Syt PapIAIP sloyinp sy oysiBo| sjdyjnw o U] /y| :90US|PASIY 8 Z :90us|PASly dAW 9ouspARld Y ‘(%1 E€) 06€ 102 T /911 020g ‘0210 10 49 ynH
‘AjoAloadsal
‘suoliuysp
¥D pup “4p
soypioIBow ‘Y1 104 (%6°0)
%L1 PUP %01 ‘%6 1 pIjiydojow
paroidwt Ayjopow 'ISq paieaijdwios pup (%5°82) ¢ ¥ad S ‘(%1°2) €€
Aop-og Buioipaid  gNO-IN 4o J¥D of anp (%€2) Z€ ¥ax  Huupwinog 'y ‘(%z°g)
10§ [9POW SYPLIDAYNW 1S9 ‘ISg PeIReDAD (%171) 0g | bsouibniap
dy} JO uoyPUIWLIOSIP “yooys ondss ‘e100s 0S ¥AW :Aljpriow d '(%5°€) g¢
ay} ‘lepow V4OS ‘Xepul uosioyD "dds snajoiqd ‘(%4'1)
Aujopow auijasoq a1om Ayijppow Aop-og (%92) (%9°52) (%¥°0) £¥Qd  ££ *dds sepopqos8iug
Sy} ojul suoHIulOP 3500 ||D 104 SI0JOD} S “AupHow £ *ApHoyy (%8°8) 6€1 ¥AX "(%£°02) 6102
9OUDJSIsal By b el Ly (%L L) %1°€l) (%6°12) S7E 9z¢ epjuounsud aiHO ‘[o 42
jo uoypiodiooul oy ‘sISA|oUD S|QDUDAYINW Y {7 /| :9dUS|OASI] /0T :9oUs|pASlg dAW 9ouspARld Y ‘(%/°68) L6 102 T 9/G1 6102 Aoy pjjuupIS)
(1000°0>d (%L £) S6£ 404
(800°0=d ‘'l V'L o) "(%51) 609 ¥D3
4O4 pup ‘(100°0=d 3414 ‘(20°0=d ‘91°1 “Aujprour-
‘710403 °(20'0=d  "¥4°) ¥D (9000°0=d
‘71 "4yR) ¥D o ‘€11 "4¥o) (%22)
B[ st Ajijppiow 4053 ‘(10000 >d 07Z 0l ¥4 (%¥1°2) 666
paisnlpo JeyBiy %07 ZL7L"4YR) O Hpsu "(%0°6) G917 ¥D3  Nuubwinog Y *(%9°6)
D poy Y| SPaIeyMm Ajjopow paspaioul :90u8|DARId- €6y bsouibniao
“(Jjo 40} G170 UD UM PajoIdossD :sadAjousyd 4 (%679 1ZzZ¢e
< d) sedAousyd Yoo AJjonplAipul pauibuwal (%£7) (% £1) QouDjsisal “dds Jsjopqosejuy
1o "yD3 YD Buown sadAjousyd jupjsisel 20T Alijprow €81 :Auppopwy peuep-DAD ‘(% °61) 8916 "dds
ApupoyiuBis sayip ||o ‘s1opunojuod (%1°1) (%€°2) pjeIsqgaly ‘(%9 19) gLoz am
fou pip st paisnlpy 10} yuswysnlpo Jay | £y :90uB|PARIY 8701 -edus|pASld VN 0r9 8¢ !> '3 2GS 9o 810z ‘SN P 43 LpR)
s9JoN  sisA|pbup s|qpupAlyiny  K1ob3pd Yiq ul Ki0b63y0d sali0b suaboyind uibw saypjosi pouiad EERTTESETE]
Ajipjiow pun ™D ul Ajjppiow -940d Yad/AaAx Jo uoynqiysip  Jo ‘oN /Anuno)

JO 3du3|PAaId

puD jo 3duU3|PAdId

/4aw ui Ayppiow
PUD jO 32Ud|PA3Id

Ip2160jong

1S9 @AHpBau woig yim sjusynd ul saloBeiod YD) 10/pup Yqd/JAX/IAW “sA K10Baynd 31 o enjpa dysouboud sy Bulindwod seipnys uipw ayy jo Aipwwng *| ajqpy

Downloaded from http://journals.lww.com/co-infectiousdiseases by BhDMf5ePHKav1zEoum1tQfN4a+kJLhEZgbs
IH04XMiOhCywCX1AWnYQp/IIQrHD3i3D00dRYi7TVSFI4Cf3VC1yOabggQZXdtwnfKZBYtws= on 02/27/2024

Volume 36 e Number 6 e December 2024

www.co-infectiousdiseases.com

566



Resistance profile of Pseudomonas aeruginosa Cosentino et al.

‘Jupjsisar-Bnip Apaisusixe ‘Ygyx ‘tuswssasso ainjioy unBio |pyusnbas y4OS ‘upisisal Bnip und ‘yqq ‘psourbnien
spuowopnasy ‘d ‘eAipBau-wpie) sAlpjuswIsjuou ‘gNO-4N ‘Hupisisal Bripyjnw ‘Yyaw ‘peiinbop jojidsoy ‘yH ‘suoldsjul woalspoolq sAipBau-wpIS ‘s|gg-NO ‘@dupjsisal suojouinbolony ‘Y4 ‘edunisisas utiodsojpyded
winuyoads-papus)xe ‘YOS ‘9oUDISISAI JOAIFOH|NOYIP ‘Y1 4SIOYIDD SNOUSA [DIUBD ‘DAD ‘SAlISUSs-WauadDgind ‘S [0DadD1IBIODGOIR}UT JuD)sisal-wauadngind ‘JyYD) ‘eounisisal woauadogind ‘YD) ‘suoldajul Woalspoolq ‘|Sg

"(LG'2) |omuod

901Nn0S _U®>®_£UU jou

inq patinbal pup (g7 |

¥O) AND ¥1d ‘(9Z°C
JO) ISTVH 1o ssau|!
jo Aiaass ‘(G ¥O)
Bp Jepjo ‘(69| YO)

uoupy|nsuod Jsiopuwpyd

[P21uI[> jusnbayu

(%€°02)

0G¢ lluuownog
v (%e L)
/g psouibnieo
d'(%z8) Lyl

“Ajj|opiow uo an|oA a1oMm SIsA[pub (%8°29) ‘umou ‘umouy| joN| *dds sejopqossjugy €202
oysouBoud jo swis} ul 3|qPUPALNW By} Gg| :AlpHow {ON| :AdijoHow :Ajijopow (%6°£2) ‘(sa13unod Zg)
4D 'SAYLQ ueeMBq Ul yjoap Joj uoyiubis (%5€l) (%y'v2) 5€9 (%6°0) €2 ¥ad 8y "dds pjjeisqapy Apnis €£20Z WOI
uostpdwod oN| A||o2USHD)S SI0joD4  (OGE :9oUs|PARl :90Ua|PARI :90U8|PARI (%8°G1) z£Z 1o° ‘3 0092 |[ouoypuIBlu] o 2 yogo|
(100°0>d ‘21€°0 ¥H)
sisouBoid parciduwy (100'0>d) (100'0>d)
Adoisy} ajpridoiddo dnoiB dnoub vy
idieoas spaseym Vd-$D ul 0 puo SO Ul (%g°/) Ol
‘loc0'0=d ‘z60'L dnosB vg-yD puo dnoib vg-3D
¥H) S8d Joybry puo  ut (%yg) o 1om ul (%89) €6 d1om
(100°0>d ‘860°Z ¥H) $8Ip|0s! Vd-41d S8J0|0s! Vd-ddAW
JOW YHm pejpioosso jo uonodoud ay) jo uoyiodoud ay)
Apuspuadepul
“Ali|osow uo anjoA SPM 1S9 Vd (%05) (%07) L €202
oysouBoud jo swis} ul 4D 4o Alijppow epnid €T ‘ApHoW  (%6€) 7§ Auprow Vd-4aW :Allproyy Joiqooipy
¥D 'sAylg ueempq  Aopg 8y ‘uoissaiBol (%1) (%08) (%8€) €01 (%001) oy
uostpdwod oN| XOD 9JPLIDAY|NW U] 9f :90us|PABlY /€| :9ous|pABld  Y4-YQW :edus|oAsld ¥4 psouibniep 4 v/2 £20Z 'PulyD ‘|o Jo upny
S9JoN  sisA|pubp s|qpupAlyiny  A1obB3pd Yiq ul Kiob63ynd saliob suaboyind uibw saypjosi pouiad EERTENETE]
Ay|pjiow pun AD ul Apppiow -9J0d Yad/Aax Jo uoynqiuysip  Jo ‘oN /Auuno)

JO 9dUS|PA3Id

PUD jO 3dU3|bA3id

/4awW u1 Ayijopiow
PUD JO 32Ud|PA3Id

Ip2160jong

(penuyuod) 1 aqpL

Downloaded from http://journals.lww.com/co-infectiousdiseases by BhDMf5ePHKav1zEoum1tQfN4a+kJLhEZgbs
IH04XMiOhCywCX1AWnYQp/IIQrHD3i3D00dRYi7TVSFI4Cf3VC1yOabggQZXdtwnfKZBYtws= on 02/27/2024

567

fectiousdiseases.com

WWW.CO-1n

0951-7375 Copyright © 2023 The Author(s). Published by Wolters Kluwer Health, Inc.



SMIAGZMIUMIPX ZOBBROATDAEIOVIASALLIAIPOOAEIEAHIDN/AD AUMY TXOMADYOIAXZOHI

sqBZ3y1CN+eyNIOITWNOTZTARY HAOSHAQYE AQ S8SBasIPSNON0a)UI-09/W09 MM|'S[euInolj/:dny wouj papeojumoq

¥202/.2/20 uo

Gram-negative infections

P <.0001]; ESCR (aRR, 1.13; 1.06-1.22; P=.0006);
CR(aRR, 1.16; 95% C11.03-1.31; P=.02); DTR (aRR,
1.4; 95% CI, 1.2-1.6; P<.0001). Adjusted relative
mortality risk did not differ significantly among CR,
ESCR, or FQR phenotypes (P > 45 for all), whereas
DTR had a 20% higher adjusted mortality risk rela-
tive than CR (aRR, 1.2; 95% CI, 1.0-1.4; P=0.02),
ESCR (1.2; 1.1-1.4; P=.001), and FQR (1.2; 1.0-1.4;
P=0.008) [7*"].

In our cohort of 1576 patients with GN-BSI, we
[9] found that the most common causative micro-
organisms were E. coli 941 (5§9.7%), K. pneumoniae
326 (20.7%), Enterobacter spp. 77 (4.9%), Proteus spp.
55 (3.5%), P. aeruginosa 130 (8.2%), A. baumannii 33
(2.1%), S. maltophilia 14 (0.9%). The prevalence
of DTR was 11% (n=174) and, whereas among K.
pneumoniae and A. baumannii BSIs, CR and DTR rates
were comparable, they differed in P. aeruginosa.
Indeed, DTR seemed to identify better than CR
and XDR categories the cases of P. aeruginosa with
limited treatment options. At multivariate analysis,
the independent risk factors for all-cause 30-day
mortality were Charlson index, SOFA score, septic
shock, CVC-related BSI, BSI due to carbapenem-
resistant Enterobacterales (CRE) or nonfermenting
Gram-negative bacilli (NF-GNB), and complicated
BSI. All the Magiorakos (MDR/XDR/PDR), CR, and
DTR definitions were associated to a reduction of 30-
day survival. When the resistance definitions were
incorporated into the baseline mortality model,
they significantly improved discrimination of the
multivariate model for predicting 30-day mortality;
the net reclassification improvement was 9%, 10%,
and 11% for DTR, MDR/XDR/PDR, and CR defini-
tions, respectively. Probably, the CR category was
shown to have the highest impact on predicting
survival because of the high prevalence of CRE in
our cohort and the low number of PA cases [9].

Similarly, Huh et al. [10] analyzed the impact of
DTR on the 30-day mortality on a cohort of 1167
patients with GN-BSIs and compared DTR with tra-
ditional resistance classifications to determine their
relative associations with clinical outcomes. The
distribution of isolates was: E. coli 390 (33.4%), K.
pneumoniae 292 (25%), P. aeruginosa 288 (24.7%),
and A. baumannii 197 (16.9%). Overall, 147 (12.6%)
were categorized as DTR, 17.7% of which were P.
aeruginosa species. A multivariable model showed
that only DTR, but not other categories, was signifi-
cantly associated with mortality [adjusted odds ratio
(@aOR) 3.58, 95% CI 1.27-10.19]. DTR was also a
significant predictor for mortality in the analysis
of propensity score-matched cohorts (aOR 3.48,
95% CI 1.82-6.79). It is worth mentioning that in
this study the authors divided the resistance phe-
notypes into five hierarchical nonoverlapping

568 www.co-infectiousdiseases.com

categories: DTR; CR but not DTR (CR+/DTR—); ESCR
but not CR or DTR (ESCR+/DTR-); FQR but not
ESCR or CR (FQR+/ESCR-CR-); and others. How-
ever, in real life resistance to multiple antibiotic
classes can overlap (see Fig. 1).

More recently, Yuan et al. [11] conducted a 9-
year multicenter retrospective study, enrolling 274
patients with PA-BSIs. Risk factors and prognosis of
CR-PA BSI were identified, and CR-PA and DTR-PA
rates were analyzed. Overall, 103 (38%), 137 (50%)
and 46 (17%) strains were classified as MDR, CR and
DTR PA. The proportion of MDR-PA and DTR-PA
isolates were notably higher in CR-PA than in car-
bapenem susceptible (CS)-PA group: 68% vs. 7.3%
(P<0.001), and 34% vs. O (P <0.001), respectively.
All-cause 30-day mortality rates were 40%, 39%
and 50% in MDR, CR and DTR-PA BSI, respectively.
As expected, the 30-day survival probability of
patients with CR-PA BSI was significantly worse
than in patients with CS-PA BSI (63.6% vs. 77.3%,
P=0.014), such difference in survival was even
higher between DTR-PA BSI vs. non-DTR-PA BSI
patients (52.3% vs. 73.6%, P=0.002).

Tabah et al. [12®"] carried out a prospective
international study in a cohort of 2600 patients
from 333 ICUs in 52 countries. They found that
HA-BSI was more frequently caused by Gram-neg-
ative (1726/2927; 59%), with Pseudomonas spp. rep-
resenting the 14.3% (247) of the isolates. Among the
other GN pathogens, E. coli 272 (15.8%), Klebsiella
spp- 482 (27.9%), Enterobacter spp. 141 (8.2%), A.
baumannii 350 (20.3%) was the more represented.
CR rate was 84.6% (296/350) in Acinetobacter spp.,
37.8% (182/482) in Klebsiella spp., 33.2% (82/247) in
Pseudomonas spp. and 7.4% (20/272) in E. coli. Over-
all, 13.5% (350/2600) of isolates were DTR. Higher
mortality was found in early ICU-acquired HA-BS],
respiratory sources, DTR Gram-negative bacteria or
fungal infections, and in patients who did not
receive adequate antimicrobials or source control,
when feasible. DTR was confirmed as a significant
negative prognostic factor at multivariable analysis.

To conclude, CR is generally associated with
resistance to other high-efficacy, low-toxicity agents
and therefore indirectly overlaps with DTR (see
Fig. 1). However, when analyzed in very large
cohorts, or when compared with CR episodes not
exhibiting DTR, and/or in studies assessing only PA
or with high PA prevalence [7*%,10,11,12*%] the DTR
class was associated with an increased relative risk of
mortality compared with other resistance defini-
tions. For these reasons, we deem the definition
of DTR adopted by Infectious Diseases Society of
America (IDSA) [6] guidance documents is more
appropriate than that of CR used by European Soci-
ety of Clinical Microbiology and Infectious Diseases

Volume 36 e Number 6 e December 2024
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FQR

MDR

All Isolates

FIGURE 1. Schematic relationship of DTR with CDC-defined co-resistance phenotypes (adapted from Kadri SS et al. Difficult-to-
treat resistance in Gram-negative bacteremia at 173 US hospitals: retrospective cohort analysis of prevalence, predictors, and
outcome of resistance to all firstline agents. Clin Infect Dis. Published online July 23, 2018. doi:10.1093/cid/ciy378).

(ESCMID) guidelines [13] to address the best ther-
apeutic options for PA.

Underlying mechanisms of resistance in
difficult-to-treat resistance P. aeruginosa
isolates and implications for therapeutic
management

Few data are available about the types and preva-
lence of main resistant mechanisms underlying DTR
and CR phenotypes in PA isolates, and which anti-
biotics remain active against these strains.

In a recent international prospective cohort
study of 972 CR-PA strains from hospitalized
patients, a carbapenemase gene was detected in
211/972 (22%) isolates [14®]. Carbapenemase-pro-
ducing CR-PA isolates exhibited higher degrees of
meropenem resistance than noncarbapenemase-
producing CR-PA isolates and were more frequently
resistant to other antipseudomonal drugs. KPC-2
was the most common carbapenemase detected.
Other common carbapenemase genes were blaypy.
2 (n=52, 25%), blaxpma (n=14, 7%), blapyp.y
(n=13, 6%), and blaggs.s (n=12, 6%). Only one

0951-7375 Copyright © 2023 The Author(s). Published by Wolters Kluwer Health, Inc.

isolate had a class D carbapenemase gene (blapxa.
23). Overall, 670 (69%) of 972 isolates showed oprD
mutations more frequently recognized in noncarba-
penemase-producing CR-PA isolates than in carba-
penemase-producing CR-PA isolates (72% vs. 59%;
P =0.0003); isolated harboring oprD mutation were
more likely to have meropenem minimum inhibi-
tory concentrations (MIC) values of more than
32pg/ml than those without oprD mutations
(89% vs. 68%; P=0.0002). On the other hand, the
carbapenemase-producing CR-PA isolates were less
likely to be susceptible to cefepime (7% vs. 42%),
ceftazidime (3% vs. 39%), piperacillin-tazobactam
(5% vs. 36%), ciprofloxacin (6% vs. 35%), and ami-
kacin (37% vs. 85%) than noncarbapenemase-pro-
ducing CR-PA isolates (P <0-0001). No data were
available for susceptibility to the new molecules.
All-cause 30-day mortality was higher in patients
with carbapenemase-producing CR-PA infections
compared with noncarbapenemase-producing CR-
PA infections (22% vs. 12%). This mortality differ-
ence persisted even after adjusting for confounders.

In a nationwide Italian survey on 935 PA isolates
obtained from patients with BSI and/or lower
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respiratory tract infections (LRTIs) in the period
September 2013-November 2014, Giani et al. [15]
investigated the antimicrobial susceptibility profiles
to several old antibiotics and to ceftolozane/tazo-
bactam (TOL), also depicting the molecular epi-
demiology of carbapenemase-producing isolates.
TOL was the most active agent (90.9%) along with
amikacin (88%) and colistin (84.7%). Meropenem
was active against 65% of isolates. Overall, 85 strains
(9.1%) were resistant to CTZ. Of these, 48 (5.1%)
were carbapenemases producers. The most common
carbapenemases were VIM- and IMP-types enzymes
[15]. Four (8.3%) carbapenemase producing strains
were positive for a blaggs.s gene.

Hernandez-Garcia et al. [16] assessed the in vitro
activity of several new drugs, in particular imipenem/
relebactam, in 474 P. aeruginosaisolates from critically
ill patients in Spain and Portugal. Susceptibility was
93.7%, 93.5%, 93.2% and 66% for imipenem/relebac-
tam, ceftazidime/avibactam, ceftolozane/tazobactam
and imipenem, respectively. Overall, up to 21.5% of
theisolates were classified asMDR, 23.8% as XDR, and
18.6% as DTR. Twenty-five (40.3%) of the 62
sequenced isolates were carbapenemase producers;
these were associated with high rates of resistance
to new drugs. The most frequent carbapenemase
genes were GES-13 (n=13), VIM-2 (n=3) and KPC-
3 (n=2) in Portugal; and VIM-20 (n=3), VIM-1
(n=2), VIM-2 (n=1) and VIM-36 (n=1) in Spain.
The GES-13-CC235 clone was highly associated with
XDR/DTR phenotype. Among noncarbapenemase-
producing strains (59.7%; 37/62), the most frequent
mutated genes were: Opr porin genes; QRDR genes;
AmpC regulators; efflux pump-encoding genes and
regulators and LPS modification genes.

Lasarte-Monterrubio et al. [17] evaluated
the activity of cefiderocol, imipenem/relebactam,
cefepime/taniborbactam and cefepime/zidebactam
(these two last molecules are still not introduced in
clinical practice) against a collection of 30 molecu-
larly characterized ceftolozane/tazobactam and/or
ceftazidime/avibactam-resistant P. aeruginosa isolates
from patients previously exposed to cephalosporins.
The authors showed that cefiderocol, cefepime/tani-
borbactam, cefepime/zidebactam and imipenem/rel-
ebactam were able to overcome p-lactamase-
mediated ceftolozane/tazobactam and ceftazidime/
avibactam resistance in some PA strains. Among
the isolates producing PDC, OXA-2 and OXA-10 var-
iants conferring resistance to ceftolozane/tazobactam
and ceftazidime/avibactam, cefiderocol was the most
active agent, followed by imipenem/relebactam that
was highly active against all isolates, except two
carrying a VIM-20 carbapenemase. Cefepime/zide-
bactam and cefepime/taniborbactam displayed activ-
ity against, 83.3% and 73.3% of the strains evaluated,
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respectively. Resistance was observed in some strains
with alteration of PBP3 or upregulation of mexAB-
oprM or mexXY efflux pumps.

These studies confirm the high rate of in vitro
activity for each of the new drugs recommended
from IDSA guidelines for the treatment of DTR-PA
infections [6]. In addition, clinical studies have
shown their good levels of effectiveness, safety
and tolerability [18,19,20]. Thus, probably the
DTR classification for PA strains susceptible to such
drugs could not be appropriate so far. On the other
hand, these studies demonstrate that new resistance
mechanisms to the new molecules are already
emerging. Hence to maintain its usefulness, the
DTR definition should be continuously updated
referring to a resistance profile that can evolve
according to the availability of new drugs and/or
the emergence of new resistance mechanisms [7""].

CONCLUSION

In some studies, DTR definition seemed to identify
better than CR and MDR/PDR/XDR categories those
cases of P. aeruginosa infection with limited treat-
ment options and highest risk of mortality. Probably
because multidrug resistance per se is not associated
with higher mortality when effective and safe anti-
biotics are used for definitive therapy [9,10]. In
addition, as emphasized in their manuscript by
Kadri et al. [7™], “DTR is not a fixed phenotype
but rather a flexible framework”, therefore the con-
cept of DTR needs to evolve over time to remain up-
to-date and the assessment of what constitutes first-
line agents will likely need to be revaluated [21].
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