
Figure 2 – Integrated transcriptional (RNA-Seq)/chromatin accessibility (ATAC-Seq) profiling 
identifies pathways enriched in CXCL8-secretor MF  
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GO Biological Process     Neutrophil activation      3.56E-35  5.90E-38 GO:0042119
STRING Clusters      Mixed, incl. NF-kappa B signaling pathway   1.53E-08  4.70E-14 CL:18487
GO Biological Process     Neutrophil migration      7.61E-09  7.60E-11 GO:1990266
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