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CORRECTION

Correction: Whole exome sequencing reveals mutations in FAT1
tumor suppressor gene clinically impacting on peripheral T-cell
lymphoma not otherwise specified

Maria Antonella Laginestra1 ● Luciano Cascione2 ● Giovanna Motta3 ● Fabio Fuligni4 ● Claudio Agostinelli1 ●

Maura Rossi1 ● Maria Rosaria Sapienza1 ● Simona Righi1 ● Alessandro Broccoli1 ● Valentina Indio5
● Federica Melle3 ●

Valentina Tabanelli 3
● Angelica Calleri3 ● Domenico Novero6

● Fabio Facchetti7 ● Giorgio Inghirami8 ●

Elena Sabattini1 ● Francesco Bertoni 2,3
● Stefano A. Pileri3

Published online: 26 September 2019
© The Author(s) 2019. This article is published with open access

Correction to: Modern Pathology
https://doi.org/10.1038/s41379-019-0279-8

Since the publication of this paper, the authors noticed that
the affiliation information for Francesco Bertolini, Gio-
vanna Motta, Federica Melle, Valentina Tabanelli and
Angelica Calleri was not complete. The correct affiliation is
shown below:

Division of Haematopathology, IEO European Institute
of Oncology IRCCS, Milan, Italy

Giovanna Motta, Federica Melle, Valentina Tabanelli,
Angelica Calleri and Stefano A. Pileri.

Open Access This article is licensed under a Creative Commons
Attribution 4.0 International License, which permits use, sharing,
adaptation, distribution and reproduction in any medium or format, as
long as you give appropriate credit to the original author(s) and the
source, provide a link to the Creative Commons license, and indicate if
changes were made. The images or other third party material in this
article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not
included in the article’s Creative Commons license and your intended
use is not permitted by statutory regulation or exceeds the permitted
use, you will need to obtain permission directly from the copyright
holder. To view a copy of this license, visit http://creativecommons.
org/licenses/by/4.0/.

These authors contributed equally: Maria Antonella Laginestra,
Luciano Cascione

These authors contributed equally: Francesco Bertoni, Stefano
A. Pileri

The original article can be found online at https://doi.org/10.1038/
s41379-019-0279-8.
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