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Figure S1 Relative abundance of ASVs summarized at phylum (a), family (b) and genus (c) level in the faecal samples 

of 201 Italian elderly. Bar graphs of the individual profiles of relative abundance, a pie chart with the average values and the 

colour legend are shown in each panel. 



 
 

Figure S2 Hierarchical clustering dendrogram showing the grouping of faecal microbiota profiles of 201 Italian elderly. 

The dendrogram, based on Ward-linkage clustering and computed on unweighted UniFrac distances, shows the same 

groupings as found in Figure 1a, i.e., G1 (light blue), G2 (coral) and G3 (red) (Fisherôs exact test, p value < 0.0001). The 

cluster stability was assessed by using average Jaccard similarities from 1000 bootstrappings (G1, 0.96; G2, 0.95; G3, 0.92). 

 
 

 

 


