Description of Additional Supplementary Files

File Name: Supplementary Data 1

Description: The original list of Group-1 putative enhancers. The genomic location of each
putative enhancer in Group-1 cluster, shown in Figure 1, was listed. The H3K4mel and
H3K27ac change on each putative enhancer locus was also listed together with the
calculation of significance. The mRNA ID for the RNA transcript of the gene closest to each
putative enhancer was listed in column 1. The fold change of expression for each transcript
was calculated using the following formula: RNA-seq reads in 3080 line/RNA-seq reads in
5199 line.






