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S1   ---------------------------------------------------------------------------------------------------- -1167 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ---------------------------------------------------------------------------------------------------- -912 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   ---------------------------------------------------------------------------------------------------- -1084 

S10  ---------------------------------------------------------------------------------------------------- -766 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b GTGTGTGTGTGTGTGTGTGTGTTCGAGAGTGAGAGAGAGTGTTTTCAGACATGAGAGAGAAGGACCGAGAGTGGTGATGTAATCCCACTTAAGGTTTTGA -1175 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  ---------------------------------------------------------------------------------------------------- -1013 

S25  ---------------------------------------------------------------------------------------------------- -1323 

S26  --------------------------AATTTGAATAAAAAAATATGGGGTATTATTGAAAATTATGTGGGATGCCAGTCCCATATATATCAAAACCTTTA -1091 

S28  ---------------------------------------------------------------------------------------------------- -813 

S32  ---------------------------------------------------------------------------------------------------- -901 

S33  ---------------------------------------------------------------------------------------------------- -990 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -541 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   ---------------------------------------------------------------------------------------------------- -1167 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ---------------------------------------------------------------------------------------------------- -912 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   ---------------------------------------------------------------------------------------------------- -1084 

S10  ---------------------------------------------------------------------------------------------------- -766 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b GG-----GTAATTTACAATTAAGCCCTCGAGGCTTCGTTTATAATTTTCGTTTTTGAACTAACGTACGAGAATAGAATTATGAAACTTGAGAAAGTATAA -1080 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  ---------------------------------------------------------------------------------------------------- -1013 

S25  ---------------------------------------------------------------------------------------------------- -1323 

S26  GGAACCAAGGCTTTATAAGTGAGGCCCCTCGCTATAATTAAAA-----------TGATTTAAAGCCTACCTATAGACCTTTTGACCTTGGG--------- -1011 

S28  ---------------------------------------------------------------------------------------------------- -813 

S32  ---------------------------------------------------------------------------------------------------- -901 

S33  ---------------------------------------------------------------------------------------------------- -990 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -541 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   ---------------------------------------------------------------------------------------------------- -1167 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ---------------------------------------------------------------------------------------------------- -912 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   ---------------------------------------------------------------------------------------------------- -1084 

S10  ---------------------------------------------------------------------------------------------------- -766 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b GAGATTCTAATTTCGAATTAAGAATTGAAAATTAATTAAGACACCCATTCAAGGGTAAAATGGTCATCTCACATGTTTTAGAATGAAAATACAAAATTTT -980 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  ---------------------------------------------------------------------------------------------------- -1013 

S25  ---------------------------------------------------------------------------------------------------- -1323 

S26  -----CTTGGGCTTGGGCTTGGACTTGAGGATATAGTAATATATTAATATATCAAAGATGGGCGGGGTTCTTGGGCTTGAGTAGATGACTTAAGAATTGA -916 

S28  ---------------------------------------------------------------------------------------------------- -813 

S32  ---------------------------------------------------------------------------------------------------- -901 

S33  ---------------------------------------------------------------------------------------------------- -990 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -541 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 



S1   ---------------------------------------------------------------------------------------------------- -1167 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ---------------------------------------------GAAAATGAGAAGATCAAAAGGCCAACTCATGGCCTTTAAATTCTTCACATAAATT -857 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   ---------------------------------------------------------------------------------------------------- -1084 

S10  --------------------------------------------------------------------------------------CTATAACATAGGGA -752 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b AATGAACAGGTTGT------AACACTTGTTTACAAAAAGAGAAGGGAAAATAAGAAGATCAAAAGGTAA-CTCATGGCCTTTAAATTCTTCACATAAATT -887 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  ---------------------------------------------------------------------------------------------------- -1013 

S25  ---------------------------------------------------------------------------------------------------- -1323 

S26  GTTCACGTTTTTGTTTTTTGATTCAGTTTTTCCGAAAGGATAAAATTGCTTCAGTCGACGGTCAAAACA-ATTATGAATCTTCCGAAATCAAGTCAATGA -817 

S28  ---------------------------------------------------------------------------------------------------- -813 

S32  ---------------------------------------------------------------------------------------------------- -901 

S33  ---------------------------------------------------------------------------------------------------- -990 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -541 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   -------------------------------------------------------------GTCTCTTGAAAACGAACCGGCATGCTTCTGCCCGCCGAT -1128 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ACACTTGTGTTCTTAAAAGGAATAAAAGGCATCTTCATGGCTTTTAAT---------TTCTT-------------------------------------- -804 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   -------------------------------------------------------------GAATGA--------------------------------- -1078 

S10  CCATTTTGACATTTAAG-----------CCTTATCCACTTCTTTTCATTCAATCTCTTTCTT-------------------------------------- -701 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b AGACTTGTGTTCATAAAAGGAATAAAAGGCCTCTTCATGTTTTTTCATTCAATCTCTTTCTT-------------------------------------- -825 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  ---------------------------------------------------------------------------------------------------- -1013 

S25  ------------------------------------------------------------------------------GAGCATTTTTCCCACTAAGTTT -1301 

S26  TAATTGTTGTGTATTAA-----------------------TTATTCATATTGTGGTTTAATC-------------------------------------- -778 

S28  --------------------------AAGTATTTTTAAGTATTTTTAAGTATTTTTATCCAT-------------------------------------- -777 

S32  ---------------------------------------------------------------------------------------------------- -901 

S33  ---------------------------------------------------------------------------------------------------- -990 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -541 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   AGTTTATTTCTCGAGTATGACTGTTCTCTGCAACAAAATTTTCTTCGACATAGGTCGAGATTTCGGAGCCGACATTAAAATTTAAGGAAAACTAATGAAA -1028 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -747 

S4   ------------------------------------------------------------------------GTGTTAAGTGGCTTTAGTATTCACACTA -776 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   -----------------------------------------------------------------CAAGCTATGGAAAGGTTGATGTAAGGTGAATGACA -1043 

S10  ------------------------------------------------------------------------GTGTTAAGTGACTTTAGTAATCACGCTA -673 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ------------------------------------------------------------------------GTGTCAAGTGGCTTTAGTATTCACATTA -797 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  -----------------------------CTAAATGCATTTTCACTAGCAACAGTAGAAGT-----GGGGGTTACAAAGATATTTTGGCTATTTGTGAAA -947 

S25  TTGCTACCTAACTAGGTTTTAACGAGGCACCCATCCTGGGCTGATCATACCCTTTTGAGCTCTTCTACTTGCATCTAAAAGACATATAATTTTGACTTAA -1201 

S26  ------------------------------------------------------------------------ATGTATAGGGGAATTATATTTCAATACA -750 

S28  ------------------------------------------------------------------------ATTTTTGCAAGTGGTAACAATC------ -755 

S32  ------------------------------------------------GTTAGTTA----------------TTGACTGGAAGCCTCAAGGCCTACACCT -865 

S33  -----------------------------------------------------------------TACTTTAGTGTATA------ATATTGTTTTTTCAA -961 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  -------------------------------------------------------------------------TGAAAAAGTGAAATAATATTAATAATA -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 



S1   AGGGTTTGAAAATTTTGGGTTTTAATGATAAGAACAAAATAAAGGGTAAAGTGAATAGTACCAGGATTGACTTTTTAGTGTAAAAATATGGTTTTTCGTT -928 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   -----------------------------ACACTAGTATTCCTCTTTAAATCTTTTTCTTCTAATAGCTA-CT--------------------------- -704 

S4   GGTGGGTATTCATTATAGCTTTGTTGTCTTTACTTGTATTCCTCTTTAAATATTTCTCTTGTAATTGCTA-CT--------------------------- -704 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -1077 

S9   AGCTATGGAAAGTGACTTTAGCCTATGACTTAGCTAAAGTGAGGATGACAACTCATACATACAACCCATC--------CATACAAACTGGTTTCAATAGT -951 

S10  GAAGGGTATTCGTTATAGCTTTGTTGTCTTTACAAATATTCCTCTTTAAATCTTTTTCTTCTAATAGCTA-CT--------------------------- -601 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b GGAGGGTATTCATTATAGCTTTGCTGTCTTTACGAGTATTCCTCTTTAAATATTTCCCTTGTAATAGCTA-CT--------------------------- -725 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -750 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  GAATTAGGAACTCTTTTGTGTTTGATTTCCACAATTTTA-AGAGATCAAAGTCACCAACAACAATGCTAA----------TATAAGTAGGGTTTTATTTT -858 

S25  TACAACTTCTCACTTTTCTCCTTACTCTATGTGTTTTCTCCCACCTTAGGTTTTATCATAGCAAGGTTTT------------------------------ -1131 

S26  AACTGTTAATTATTATATATTATATG-----------ATTCTTATTTGATTGGTT--CTAACAATAGCTA------------------------------ -693 

S28  -----------------------------CTATCAGTATTACTCTTTAAATCTTTCTCTTGTAATAGCTA-CT--------------------------- -712 

S32  AAGGCCCCACGAAGGCACCTTTCAAAGTTAACTATGTCCTTCTCTTTCAGCTTTTCCCGACAAGCCTTGC--------CCGATAAGC------------- -786 

S33  AAACAATTATCATTTGTTTTTTGG---------------------------------------------------------------------------- -937 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   AAAGTGAACAGTACCGGGAGTTTTTCGTTAAAGTTCCCTAAAATTTTTCTTTGGGTGAGGACTCTTGTGCCTACAAAATATGGTTTTATCGACTTGGATT -828 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -704 

S4   ---------------------------------------------------------------------------------------------------- -704 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ------------------------------------------------------------------CTTTGTTGAAAAAAGATTGTCGACTA------CT -1049 

S9   GGTTGAAATAATTTGGGGAAATTTGGGCTTATGTACTACCCCGCCAGACGACAGAGAAAG------GTTGGAGGAGAAGTGGGTGGCACCGATGGATGAG -857 

S10  ---------------------------------------------------------------------------------------------------- -601 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ---------------------------------------------------------------------------------------------------- -725 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ------------------------------------------------------------------------AAAAAAAAAAATATTATATAT------- -729 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  CAAATTA-------TTGGAATATTATAAATATGTGTTATATAATTATGTATTATATAA--------------ATTATAAATTATATTATATTTTTGGTAT -779 

S25  -------------GTGAGTTTTACCTTTTTATGCATTCTTTCATTGATATGAGACTTGCATTCGCTCATTGTGCCGATGAATTCATCAACTATACTTGCT -1044 

S26  ---------------------------------------------------------------------------------------------------- -693 

S28  ---------------------------------------------------------------------------------------------------- -712 

S32  ------------------------------------------------------------------CCTCCAGTAAAGCAGAAGCTCGACCAAAAG---- -756 

S33  ---------------------TATAACTGAATGCTTTAATATATTAACATGAAGATGGT-------AATTTTGTAAATAGTAATAAATTCTATGGGAACC -865 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   TTATTGGCAAAATGATGTTTAGAATAATAAAATTCAGTGTCGCTTTTGTAAAT--------AAAACAAATACATACATAGTCTTCTTTGAAATATATATA -736 

S2   ---------------------------------------------------------------------------------------------------- -877 

S3   ---------------------------------------------------------------------------------------------------- -704 

S4   ---------------------------------------------------------------------------------------------------- -704 

S5   ---------------------------------------------------------------------------------------------------- -536 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   TGCGCGTAGAGATTCCGATGTACCTC-------------------------------------------------------------------------- -1023 

S9   ACCATGGCAGAAGCAAGGAGGAGAGAGG------------------------------------------------------------------------ -829 

S10  ---------------------------------------------------------------------------------------------------- -601 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ---------------------------------------------------------------------------------------------------- -725 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------ATATATA -722 

S23  ---------------------------------------------------------------------------------------------------- -882 

S24  GGTACGGTAATACCGTGGTAATGGTATCCATTACCAATACCGTACCATGAAATTTCGGTACGGTACAATACCGTACCATTACCAATTGGTACAAAAAATT -679 

S25  TCATCACTGAAAACCTGATGCACCGTTTACTTGAGTATTGACACACT----------------------------------------------------- -997 

S26  ---------------------------------------------------------------------------------------------------- -693 

S28  ---------------------------------------------------------------------------------------------------- -712 

S32  ---------------------------------------------------------------------------------------------------- -756 

S33  TTGTAGTTGAAGTAGTAAAGTGTATT-------------------AA----------------------------------------------------- -837 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 



S1   TATA-TCACAGTGAATCTGACATTCCCGTACGTTCTCCTAA-------------TCCACGGGAATAAGGAAAATTATTGATCAACATCGCTGGATTTGGT -650 

S2   -------------------------------------------------------------------------------------------------GAA -874 

S3   -----TGTTTTTCAGTACAATGTCTCTTAGAATCGTTATGG----------------------------------------------------------- -668 

S4   -----TGTATTTCAATACAATTTCTCTTTGAATCGTTGTGC----------------------------------------------------------- -668 

S5   -------------AGCACTGTAGCTCCGTGTGCTTTGAAAA----------------------------------------------------------- -508 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   -----------GGGGTATTTTGGTCCTTTTCATCCAACAAT----------------------------------------------------------- -993 

S9   -----CTGGAAGGATCCCTATTTTCTTTCTTCTCCGTGCGC-------------------------------------AATCATCTTCTCTGAGAAGAAG -771 

S10  -----TGTTTTTCAGTACAATGTCTCTTTGAATCGTTATGG----------------------------------------------------------- -565 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b -----TGTTTGTTCTATCAATTTCTCTTTGAATCGTTGTGG----------------------------------------------------------- -689 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  TATCATCACAGTGAATCTGACATTCCCGTGCGTTCTCCTAA-------------TCCACGGGAAT---------TCTTGGTCAACATCGTTGGATTTGGT -644 

S23  TTTG-TGAGACTTAGTTCCATATGCAAGTTCCTTTGCCTGA--GACTAG---------------------------------CGTGTTCCCAGAATTAGT -818 

S24  TGGC-ACAAAATCGGTATGGCACGGTTGGCAATTCGGTTGA---------------CACGGCAATTTGGCAAA--------------------------- -622 

S25  -----CAAGGGGGAGTGTTGCAGTCCTATTAAATTAGGAATGTGATTGTGTAAATCCAAGTAGATATAGAAATATCTCTTATATTCCTATTAGGAGTTGA -902 

S26  -----TGTATTTCAATACAATCTCTCTTTGAATCATTATGG----------------------------------------------------------- -657 

S28  -----TGTATTTCAATACAATCTCTCTTTGTATCGCCGTGG----------------------------------------------------------- -676 

S32  -----CATCAACCGACGCCAACCTCTCGGGGAGCTGTGTGC---------------------------------------------TCGTCGGCTAGGAA -706 

S33  -----AAGGAGGATGTATTATAAATCTGTAAAATCATTACG-----------------------------------------ATTATTTTTGAAATGTAA -783 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   GCAAACAATAAGCCTTAATAAAACCCAGAAGT-------------------------------------------------------------------- -618 

S2   AAAAAAAAAAAAAGGGGAGAGAATCC-------------------------------------------------------------------------- -848 

S3   ---------------------------------------------------------------------------------------------------- -668 

S4   ---------------------------------------------------------------------------------------------------- -668 

S5   ------------------------------------------------------------------------------------------AAAGCCAGTT -498 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ---------------------------------------------------------------------------------------------------- -993 

S9   ACAGCCACTACAACTTGCAACCTGCAACCTAC-------------------------------------------------------------------- -739 

S10  ---------------------------------------------------------------------------------------------------- -565 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ---------------------------------------------------------------------------------------------------- -689 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  GCAAACAATAGGTCTTAATAAAATCTAGAAAT-------------------------------------------------------------------- -612 

S23  GCCGACGAGTCGACTTCCTCAACTGTACCTGA-TGAAGAATCTGCTTGA--------------------------------------------------- -770 

S24  -------------------AAAATCCACCCCT-------------------------------------------------------------------- -609 

S25  TTACATATTAAGAGTTTTGTAATCCTAAAAGGGTAAGGATTTTACCTATTTTACTACTGTAAATAAAGGCATGATGGGGTGGAATAGAACACATCCACAA -802 

S26  ---------------------------------------------------------------------------------------------------- -657 

S28  ---------------------------------------------------------------------------------------------------- -676 

S32  ACTTCCCCAACAGAAAATCTAACCACAAACAC----------------------------------------------------CA-------------- -672 

S33  TCTTATTAAAATCCTGTTTTGGGCTTGAAAGGTTGGAAAGTTGCGTTAATCCGTACACTTTGAACAGTCCAAA-----------------ACATCCAGTT -700 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -436 

 

S1   ------------------------GTCGCTCA------TAGTTAAATAGTATTTTC--TCAT----------------------TTAAAAATAAGAAATT -572 

S2   --------------------------------------TACTTCCAAGATTTTTCC-------------------------------------AGGACTG -823 

S3   ------------------------TCATCTCA----------------------------------------------------ATAAAAAGCACAAGCA -644 

S4   ------------------------TCATCTCA----------------------------------------------------ATACAAAGTACAAGCC -644 

S5   TTCCAAAGTT--------------ACAAATAG------CAGCTTCAGCTTTTTCCT--TTGA------------------------------------TT -456 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -571 

S8   ------------------------CCACGTGT------CGCCTTATGATTATTTTT--TGGC-----------------------TCCACAATGAAAGTA -948 

S9   --------------------------------------AACCTGCATAGACCTCAT----------------GC----------TTGAGTACGAGGGGTC -703 

S10  ------------------------TCATCTCA----------------------------------------------------ATACAAAGCACAAGCA -541 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ------------------------TCATCTCA----------------------------------------------------ACACAAAGCACAAGCC -665 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ------------------------GTTACTCAGTACTATGGTCTAGTGTTATTCTTCTTTAT----------------------TTGAAAGTCAGAAGTT -558 

S23  ------------------------GTATTTAC--A---CACTCAAGGAGGAGTGTT---------------------ATAGA--TATTATATTAAAATAT -722 

S24  ------------------------AAGTATTA------TAGTTTGGTGATATTTTTCTTCAC----------------------TTAAAATTGAAAGATC -561 

S25  TTACAGATCTCTCTCTTTCTCTCTCTATGCCG------CAACTTTCCATCTCTCTC--TGACATTCATAATTGTTCAGTAAATTATGCATACAATAAGTA -710 

S26  ------------------------TCATCTCA----------------------------------------------------ATACAAAGAACTAGCA -633 

S28  ------------------------TCATCTCA----------------------------------------------------ATACAAGGCACAATCA -652 

S32  ------------------------GAAGCTCG-TC---AGCCCTTGGGGAATTCAT--TAAC-AGCTCG---------------TGCATTAACATTCCAA -618 

S33  CTG---------------------AAATGTGA------CAGCAACGAATAATCTTT--TAAC----------------------CTTTAAATTACCAATT -651 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  --------------------------------------------------------------------------------------------------AA -434 

 



S1   TTAGGTTCAAATCTTGTAGA-------------------TGATGAATTCGATACTAATTTAGAT-TGTCCATTATG----TGATGTC----ACTAACCTC -500 

S2   CATGGTCCAAG---AGAACG-------------------CGACTAATCGAATATGAACATATGA-TACACGTG--------------------------- -773 

S3   ATTTCTCTTTCTCTTTGAAT-------------------CAAAGCTTGAACTCCTAGTGTCAAA-CTTTAATTCAC----TATTTAC----ATATTGTGA -572 

S4   ATTTCTCTTTCTCTTTCAAT-------------------CAAAGCTTGAACTTCTCATGTCAAA-CTTTAATTCAA----CATTTAC----TTATTGTGA -572 

S5   TCAGCTTATTCTCACAGCAG-----------------------------CTTCCAAAATAAGCC-TTTTTTTTTTC----AGTTTAC----CAAACATCT -394 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   -------------------------------------------------ATGTATATGCTTATA-TCTTGATTCTG---------------GGAAAAATT -536 

S8   TCAGACTTTTTTCATAAAAAAATTAATTTAATAATTTGCTTGGTTATGCTTTTTCAAATGGAGA-TTTTTCTTTTA----TGGATAT----CCGTCGTTT -857 

S9   CTCGGAAAATTTCTAGCGGT---------------GATTTAGGATCGCTGACGGGTCCTGGGAC-CTCCCATGTTC----CTATGTG----GATCCGTCC -627 

S10  ATTTCTCTTTCTCTTTGAAT-------------------CAAAGCTTGAACTCCTAGTGTCAAA-CTTTAATTCAC----CATTTACATATATATTGTGA -465 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ATTTCTCTTTCTCTTTCAAT-------------------CAAAGCTTGAACTTCTAGTGTCAAA-CTTTAATTCAC----CATTCAC----ATATTGTGA -593 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  TTAGGTTTGAATCTCGTAGA-------------------TGGCGAATTCGATACCAAATTAGAT-TGCTCATTTTG----TGGCTTC----GCTAAACCC -486 

S23  GATTGTGTAACTCTTAGATA----GATTTAATTA-----CTAGTTATTCTCTCCCTATTAGGAC-TGTATTTCCTT----GGAGGAC----AATGATTCT -640 

S24  TTTGATTCAAATCTCGTAGA-------------------TGACGAATTCGATACCAAATTAGGC-TATCCATTGTA----TAACTTC----TCTAAACTT -489 

S25  TCAAATTTTTTTTTCATAAAAATCAATTTGATAATATGCTTGATTATGCTTTATCCAATGCGGA-TTTTTCTTTTA----TGGATAT----CCGTCGTTT -619 

S26  ATTTCTCTTTTTCTTTGAAT-------------------CAAAGCTTCAGCTCCTCGTGTCAAAGCTTTAATTCACGTACCATTTAG----AAATTATGA -556 

S28  ATTTCTCTTTTTCCTTCAAT-------------------CAAAGCTTGGACTCCTAGTGTCAAA-CTTTCATTCAT----CATTTAC----ATATTGTCC -580 

S32  GTTGCATTAGCTATCTGAAA------GTTGA--------GGAAGGTTCTACATTTGAAATAAAG-TGTCACTGTTG-AA-TATTTTA-C--ATATTGTGA -538 

S33  CTTGGTCATTCGTTCGTCTTCTCCATTCTTCGATCATCGTTGTTTGTCTTTTTCG------------TTCCGTTCA----TCGATCT----CTGTTGTTT -571 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  GCTCTTTCATTTCTTTAAAT-------------------TAAAGTCAAAGAATTC----------TTTCAATTCAC------------------------ -387 

 

S1   TTTCTTAGTGT-GTAA------------------------------------------------------------AAAATAAATAAATAAATAAATAAA -461 

S2   ---------------------------------------------------------------------------------------------------- -773 

S3   ATTATTTCTCTAACAT------------AAG---------------------------------------------TATAGTACTTATCATTAAGCCGAA -529 

S4   GTTATTTATCT-ACAT------------AAG---------------------------------------------TAAAGTACTTATTATTAAGGCAAA -530 

S5   A--------------------------------------------------------------------------------------------------- -393 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ATACATGTTTT-ACGG------------------------------------------------------------CGAGGGGTTAGTTATGTTGATAAA -497 

S8   ATTCGTCTTCT-CCGTTCT-----------------TCATCCGGTCGGCAGAGGGAGACATTGAAAAAAAGT----AGTGGGAAGAAAGAGAGAGAAAAA -779 

S9   TTGCTTATAAC-TCGT-------------------GTTATTGGGGTCGGGGTGTGTCACGTCGTCCGTCAATGG--ACAAACATTGGCCAGAAGGAAAGA -549 

S10  GTTATTTGTCTAACAT------------AAG---------------------------------------------TATAGTACTTATCATTAAGGCAAA -422 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b GTTATTTCTCT-ACAT------------AAG---------------------------------------------TAAAGTACTTCATATTAAGGTAAA -551 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  CGTTTTTCTTA-ACGT------------------------------------------------------------AAAAATATCAATTTATTAAAAAAA -447 

S23  TTTCCTCTATT-GTTA-----------------------------CTATGAATAAAGGCACTACACAAG-------AGAAATAACACACCCTTACACACC -577 

S24  CGTTCTTTTTA-ATGT------------------------------------------------------------AAAAATATAAATATACTAAAAAGA -450 

S25  ATTCGTCTTCT-CCGTTCT-----------------TCGTGCGGTCGACGGAGAGAGACATTGGCAAAGAGT----AGTGGGAGGAAAGAGTGAGAAAAA -541 

S26  GTTATTTCTCT-ACAT------------AAG---------------------------------------------TAATGTCATTATCATCAAGGCAAT -514 

S28  CTTTTTTCTTT-ACAT------------AAG---------------------------------------------TAAAGTGATTATCATTAAGGCAA- -539 

S32  GTTATTTCTCT-ACAT------------AAG---------------------------------------------TAAAGTCCATATCATTAAGGCAAA -496 

S33  GTTCGTCTTTT-ACGTTCTCCAATCTCCATGGTTTGTCGTCTAGTTGACGGAGAGAGACATTGACAGAGAGTGAGTAATGGGAAGAAAGAGAGAGAAAAT -472 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -387 

 

S1   CCAGAGAT------------------------------------------------------------CCTAGTTCACATCCCGACGC------------ -433 

S2   ---------------------------------------------------------------------------------------------------- -773 

S3   GAAAGAAC------------------------------------------------------------CTAAGTTGAGAC---TCCAC-TCAATGACACA -493 

S4   GAAAGAAC------------------------------------------------------------CTAAGTTGAGCCACTCTCAC-TCAATGGCAGA -491 

S5   --------------------------------------------------------------------------AAACCCTCATAGTT-TTTTTTCATGG -368 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   TGAAATGA-------------------------------------------------------TT------------------------TTTGTAAAACA -476 

S8   GTAAAAAT------------------------------------------------------------AATATTAAATAACTATTTTC-TTTTCCTACTG -740 

S9   GAGAAAAA---------------------------------------A--------------------AGTGTCATAACTATACTTTC-TTTTTCCACTG -509 

S10  GATAG----------------------------------------------------------------------------------------------- -417 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b AAAAGAAC------------------------------------------------------------TTAAGTTGAGTCACTCTCCC-TCAATGGTACA -512 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---AAATT------------------------------------------------------------CCTAGTTCACATTTGGACGC------------ -422 

S23  TTCAGAATGTCTCATACTTCCCACTCTCTCTTCCTGCGCCCTCTCCCACCCTTGTCAGATAAATTGACCACAACGAATAACTATTTTC-TTTTTTCACTG -478 

S24  TAAAAAAT------------------------------------------------------------CTTAGTTAACATCCCGACGC------------ -422 

S25  GTAAAAAT------------------------------------------------------------AATACTAAATAACTATTTTCTTTTTTCTACTG -501 

S26  GAATGAAT------------------------------------------------------------CAAAGTTGAGCCATTTCCAT-GCCATGGCAAA -475 

S28  GAAAGAAC------------------------------------------------------------CTAAGTTGAGCCCTTCTCGC-TCAATGGCACA -500 

S32  GAAAGAAT----------------------------------------------TTAGGT--------TGAGTGACTCCCACTCAAAC-TCAATGGAACA -451 

S33  GTGAAAAT------------------------------------------------------------AATATTAAATG--------------------- -453 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -514 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -387 

 



S1   ---------------------------------------------------------------------------------------------------- -433 

S2   ---------------------------------------------------------------------------------------------------- -773 

S3   ATTTTTTTGGGTTTGCAATCAATT----------AAGCACAATCTCT----------------------------------------------------- -456 

S4   AGTGTTTT-GGTTTGAAGTCAATT----------ATGCACAATCTCC----------------------------------------------------- -455 

S5   GTGCTTTT-TTTTTA------------------------------------------------------------------------------------- -354 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   TTTGTTTT----------------------T---GCCCATAATCTCA----------------------------------------------------- -454 

S8   TTGGATTT-GATCCATTGGCTGGCATTGACTGATTATTAAGTTTTTTTTTTCCCAGGATTGCGTGGTCTACATGGGTCAAGGATTGTCTGACCTTCCACT -641 

S9   TCGGATTA-GATCCAATGGCTGTT----------TATTGAGATTTTT------CACGACCGCGTGGTCCAGGA--------------------------- -453 

S10  ---------------------------------------------------------------------------------------------------- -417 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ATCGTTTT-GATTTGAAGTCAATT----------ACGCGCAATTTCT----------------------------------------------------- -476 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -422 

S23  TTGGATTG-AGTCCAATGATTCAT----------TATAAAGATTTTT-----GCAGGGCCGCGTGGTCCAGGA--------------------------- -421 

S24  ---------------------------------------------------------------------------------------------------- -422 

S25  TTGGATTT-GATCCATTGACTGTC----------TATCAAGATTTTT-----CCAGGACTGCGTGGTCTAGAT--------------------------- -444 

S26  ATCATTTA-AAT--------------------------GCAATCTCC----------------------------------------------------- -455 

S28  ATCTTTTT-GGTATGAAGTCAATA----------AAGCGCAATCTCC----------------------------------------------------- -464 

S32  ATCTTTTT-GGTTTGAAGTCAATT----------AAGCACAATATCC----------------------------------------------------- -415 

S33  --GAATGT-GATATGCCAGTGATC---------------------------------------------------------------------------- -432 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  -----TTA-GATCCAATGGCTGTT----------TATTGAGATTTTT------CACGACCGCGTGGTCAAGGA--------------------------- -463 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -387 

 

S1   ---------------------------------------------------------------------------------------------------- -433 

S2   ---------------------------------------------------------------------------------------------------- -773 

S3   ------------------------------------ATAGCTCAAATCCC-------------------------------------------------- -442 

S4   ------------------------------------ATCACTCAAATCCC-------------------------------------------------- -441 

S5   ---------------------------------------------------------------------------------------------------- -354 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   --------------------------------------------AATCCT-------------------------------------------------- -448 

S8   TTCGGTGCCTTTCCATGTCCTTCTATTTTGTATGGTCACGGTTAAATCACGTCAACATTTTATATTATTTTTTTATAGAGATAATAAGACAAAAATAAAT -541 

S9   ---------------------------------------------------------------------------------------------------- -453 

S10  -------------------------------------------AAATCCC-------------------------------------------------- -410 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ------------------------------------ATTACTCAAATCTT-------------------------------------------------- -462 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -422 

S23  ---------------------------------------------------------------------------------------------------- -421 

S24  ---------------------------------------------------------------------------------------------------- -422 

S25  ---------------------------------------------------------------------------------------------------- -444 

S26  ------------------------------------AACACTCAAATCTT-------------------------------------------------- -441 

S28  ------------------------------------AATGCTCAAATCCC-------------------------------------------------- -450 

S32  ------------------------------------ATTACCCAAATTCC-------------------------------------------------- -401 

S33  ---------------------------------------------------------------------------------------------------- -432 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -463 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -387 

 

S1   ---------------------------------------------------------------------------------------------------- -433 

S2   ---------------------------------------------------------------------------------------------------- -773 

S3   ---------------------------------------------------------------------------------------------------- -442 

S4   ---------------------------------------------------------------------------------------------------- -441 

S5   ---------------------------------------------------------------------------------------------------- -354 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   ---------------------------------------------------------------------------------------------------- -448 

S8   AGTAATATAAAATATTAGCGTGGCTTAACTGTGACCACACAAACAGAAGAAAACGGGAGGGCACTAGAAATGAGAGGGCAGACAATCCTTGTCCGTCTAC -441 

S9   ---------------------------------------------------------------------------------------------------- -453 

S10  ---------------------------------------------------------------------------------------------------- -410 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b ---------------------------------------------------------------------------------------------------- -462 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  ---------------------------------------------------------------------------------------------------- -422 

S23  ---------------------------------------------------------------------------------------------------- -421 

S24  ---------------------------------------------------------------------------------------------------- -422 

S25  ---------------------------------------------------------------------------------------------------- -444 

S26  ---------------------------------------------------------------------------------------------------- -441 

S28  ---------------------------------------------------------------------------------------------------- -450 

S32  ---------------------------------------------------------------------------------------------------- -401 

S33  ---------------------------------------------------------------------------------------------------- -432 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  ---------------------------------------------------------------------------------------------------- -463 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ---------------------------------------------------------------------------------------------------- -387 

 



S1   -----------------------------------CCGACCCTGCCGGGCCGGCCCAACGGTGCAAACGATAAGAGTATAATAGAACATG-TCAGATTTT -369 

S2   ------------------------------------------TGCCG-----------------------------------AAAACGTG-CTAGATTTA -751 

S3   --GT-------------CTAGTAGTGTCATGCT----------------------------------------------------------CCCAATCTC -415 

S4   --GTATACTAACAGTAATTAGTAGTGACATGCC----------------------------------------------------------CACAATCTC -401 

S5   ---------------------------------------------------------------------------------------------------- -354 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   --GTCTACTAGCGGTAACTAGTAATGACACACT----------------------------------------------------------CACAATCTC -408 

S8   AGGAACCCGACTAGTGGAACATGGGGATATGATATACACGTGTGCCG-----------------------------------GAAACGGG-CTAAATTTA -377 

S9   --GAATGCGACTGGTCGTATATGAACATATGAT--ACACCTATGTGT--G--CCG---------------------------GAAACGTA-CTAGATTTA -389 

S10  --GTCTAGTAGCAGTAACTAGTAGTGTTGCGAG----------------------------------------------------------CGCAATCTC -370 

S11  ---------------------------------------------------------------------------------------------------- -363 

S16b --GTCTACTAGAGGTAACTAGTGGTGATATGCC----------------------------------------------------------CACAATATC -422 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  -----------------------------------CCTACCCTGCCC---------AACGGTGCAAACGA----AGTCTAATAGAACATG-TCAGATTTT -371 

S23  --CAACGCTACTGATCGAATATGAATATATGAT--ACACGTGTGCCG-----------------------------------GAAACGTG-CTAGGTTTA -361 

S24  -----------------------------------CCTACCCTGCCA---------AACGGTGCAAACGA----AGTCTAATAAAACATGTTCAGATTTT -370 

S25  --GAACGCGACTAGTCGTATATGAACATATGAT--ACACGTGTGCCG-----------------------------------GAAACGTG-CTAAATTTA -384 

S26  --GCCTTCAAGTGGTAACTAGTTGTGACACATT----------------------------------------------------------CTCAATCTC -401 

S28  --ATTTGCTAGTGGTAACTAGTAATGACATGCT----------------------------------------------------------CGTAGTCTC -410 

S32  --ATCTACTAGC---------TGAAAGTATAGT-------------------------------------------------GGCGCACA-CACAGACTC -362 

S33  --AAATATGAAACATATGATACGC-----------ATCTATGTGCCG-----------------------------------GAAACGTG-CTAGATTTA -381 

S39  ---------------------------------------------------------------------------------------------------- -360 

S46  --TAATGCGACTGATCGAATATGAAAATATGAT--ACACCTATGTGT--GTGCTG---------------------------GAGACGTA-CTAGATTTA -397 

S50  ---------------------------------------------------------------------------------------------------- -343 

S58  ----------------------------------------------------------------------------------------------AATCTC -381 

 

S1   TAT----TTATTTATTT--ATCAAAAGATAGAATTTTTT-TACT-AAGAA--------------------------------------------AAACGG -321 

S2   TAT--------TTATTT--ATTAGAAGATAAAATTTTAT-TACTGAAAAA--------------------------------------------ACATGG -706 

S3   TAA--------TTTTTTT-GTTCAATTAAATTCTTGGCC-TACC-CGCAAGGCCCATAGGGAACTTAGGGGTCGAACATGATCAACTAGGGGTCGAATAG -326 

S4   TAA--------TTTTTTTTGTTCGAGTAAATTCCCGACC-TACA--GCAAGGCCCATAGGGAATTTAGGGGAC---------------------GAATAG -333 

S5   -----------------------------AGCACCTCAC-TCCC-AAATC--------------------------------------------A----- -334 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   CAA--------TTTCAT--GTCCAAGTAAATTAGCGGCC-TACC-ATAAAGACTCATGGCGAATTTAGGGGAC---------------------GGACAG -341 

S8   GAT--------TTATTT--ATCAGTAGATAGAATTTTAT-TACT-AATAA--------------------------------------------ACATAG -333 

S9   TAT--------TTATTT--ATCAGAACACAGAATTGTAT-TACT-AAAAA--------------------------------------------ACATGG -345 

S10  TAA--------TTTTTTT-GTTCAGGTAAATTCTGGGCC-TACC-CGCAAGGCCCATAGGGAACTTAGGGGTC---------------------GAATAG -302 

S11  ----C------TTGTTG--AATAAACACCAAAATGCCAC---------AA--------------------------------------------TCCTTG -328 

S16b TAA--------TTTTTT--GTTCAAGTAAATTCCCAAAC-TACC-CGCAAGGCCCATGAGGAATTTAGGGGAC---------------------GAATAG -355 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  TATTTATTTATTTATTT--ATCAGAAGATAGAATTTTAT-TACT-AAGAA--------------------------------------------ATATGG -319 

S23  CAT-------------T--ATCAGAAGATGGAATTTTAT-TACT-AAAAA--------------------------------------------ACGTGG -322 

S24  TAT----TTATTTATTT--GTCAGAAGATAGAATTTTAT-TACT-AAGAA--------------------------------------------ATATGG -322 

S25  TAT--------TTATTT--ATCAGAAGATAGAATTTTAT-TACT-AAAAA--------------------------------------------ACATAG -340 

S26  TAA--------TTTGAT--GTTCAAGTAAATTTCCGGCT-TACC-CTCAAGGTTGATGACGAATTTAGGGGCC---------------------GAACA- -335 

S28  TAA--------TTTCAT--GTTCAAAAAAATTTGCTGCC-TACT-GGCAAGACCCATGGCGAATTTAGGTGGC---------------------AAACTG -343 

S32  CAA--------TTTCAT--GCTCAAGTACATTCCCAGCA-TACT-TGCAAGGCCCATGGCAAATTTAGGGC-----------------------GAGTAG -297 

S33  TAT--------TTATTT--ACCAGAAGATAGAATTTTAT-TACT-AAAAA--------------------------------------------A--TTG -339 

S39  --------------------------GATAGAATTTTATATAAA-AAAAA--------------------------------------------ACATGG -331 

S46  TAT--------TTATTT--ATCAGAACACATAATTGTAT-AACT-AGAAA--------------------------------------------ACATGT -353 

S50  ----------------------------------------------------------------TTAGGGGGC---------------------GAACAG -328 

S58  TAA--------TTTCAT--GTTCAAGTAAATTCTTGGCC-TACC-CACAAGGCTCATGGTGAATTTAGGGGGC---------------------GAACAG -314 

 

S1   TTGCTTTCGT--------------CCATACACTTAGAAA--CACAACATATGATCAAAATACATGTGATCAAGATGATCAACTCAGGGCATTGCACATGA -237 

S2   TTGCTATAGC--------------CCATCCAATTAAAAC--CACAACATATGATCAAA-TACATGTGACCAAGATGATCAACTAAGGGCATTGCACATGA -623 

S3   TTGCTTTAGC--------------CCATCCACTTGGAAA--CAAAACATATGATCAAA-TACATTTGATCAATATGATCAACAAAGGGCATTGCACATGA -243 

S4   TTGCTTTTGC--------------CCATCCACCTAGAAAAACACGACATATGGTCAAA-TACATGTAATCAAGATGATCAACTAAGGGCATTGCACATGA -248 

S5   -TCCCTTAGC--------------CCATCCACATAGAAA--CACAACATATGATCAAA-TACATGTGACCAAGATGATCAACTAAGGGCATTGCACATGA -252 

S6   ---------------------------------------------------------------------------------------------------- -274 

S7   TTGCTCTAGC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGTGATCAAGATGATCAACTAAGGGCATTGCACATGA -258 

S8   TTGCTTTATC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGTGACCAAGATGATGACCTAAGGGCAGTGCACATGA -250 

S9   TTGCTTTAGC--------------CCATCCACTTAGAAA--CAGAACATGTGATCAAA-TACATGTGACCAAGATGATCGCCTAAGGGCATTGCACATGA -262 

S10  TTGGTTTAGC--------------CCATCCACTTGGAAAC----------------AC-AACATATGATCAATATGATCAACAAAGGGCATTGCACATGA -233 

S11  TTGCTTTAAC--------------CCATCCGCTTGGAAA--CACAACATATGATCAAA-TACATGTGACCAATATTATAAACTAAGGGCATTGCACATGA -245 

S16b TTGCTTTAGC--------------CCATCCACCTAGAAAAGCACAACACATGATCAAA-TACATGTGATTAAGATGACCAACTAAGGGCATTGCACATGA -270 

S17  ---------------------------------------------------------------------------------------------------- -273 

S20  TTGCTTTGGT--------------CCATACACTTAGAAA--CACAACATATGATCAAAATACATGTGATCAAGATGATCAACTCAGGGCATTGCACATGA -235 

S23  TTGCTTTATC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGAGACCACGATGATCACCTAAGGGCATTGCACATGA -239 

S24  TTGCTTTGGT--------------CAATACACTTAAAAA--CACAACATATGATCAAAATACATGTGATCAAGATGATCAACTCAGGGCATTGCACATGA -238 

S25  TTGCTTTAGC--------------CCATCCACTTAGAAG--CACAACATATGC----A-TACATGTGACCAAGATGATGACCTAAGGGCAGTGCACATGA -261 

S26  TTGCTTTAGC--------------CCATCCACTTAGAAAA-------ACGTGACCAAA-TACAT-TGATCAAGATGATCAACTAAGGGCATTGCACATGA -258 

S28  CTGCTTTAGC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGTGATCAAGATGATAAACTAAGGGCATTGCACATGA -260 

S32  TTGCTTTAGC--------------CCATCCACTTGAAAA--CACAACATATGATCAAA-TACTTGCGCCCAAGATGATCACCTAAGGGCATTGCACATGA -214 

S33  TTGCTTTAGC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGTGGCCCAGATGATCACCTAAGGGCACTGCACATGA -256 

S39  TTGCTTTAGC--------------CCATCCACTTAGAAA--CACAACATATGATCAAA-TACATGTGACCAAGATGATCAACTAAGGGCATTGCACATGA -248 

S46  TTGCTTTAGC--------------CCATCCACTTTGAAA--CAGAACATGTGATAAGA-TACACGTGACCAAGATGATCACCTAAGGGCATTGCACATGA -270 

S50  TTGCTTTAGCCCATCCACTTAGAACCATCCACTTAGAAA--CACAACATATGATCAAA-TACCCTTGATCAAGATGATCAACTAAGGGCATTGCACATGA -231 

S58  TTGCTTTAGC--------------CCATCCACAGAGAAA--CACAACATATGATCAAA-TACCTTTGATCAAGATGATCAACTAAGG-CATTGCACATGA -232 

 



S1   CTAGTTTGAATAGAAATATTG---GAGCGAAAA--TTGCT-TGAATTTGTAGAACATCTGATCAAGCACACGTGATCATGGATGATCAATTAGAGCTATT -143 

S2   CTAGTTTGAAGAGAAATATTA---GAGAAAAAAAATTGCTATAGATTTATAGAACATGTGATCAAATACACGTGATCTTGTATGATCAATTAGAGCTATT -526 

S3   TCAGTTTGAATAGAAATATGGAAGGATAAAAAA--TTGCTATAAATCTATAGAACATGTGATCAAATACACGTGATCA---------------------- -167 

S4   CTAGTTTGAATAGAAATATC------------------------ATTTATTGAAAACGTAGTCAAATACACGTGATTATGGATGATCAATTAGAGCTATT -172 

S5   CTAGTTTGAATTAAAATATTGAAGGAGAAAAAA--TTGCTATAAATTTATAAAACACGTG----------ATCAGGGATGATCGATCAATAGGAGCTATT -164 

S6   CTAGTTTGAATAGAAATACCGAAGGAGCAAAAT--TTGCCATAAATTTATTGAACATGTGATCAAATACACGTGATCATGGATGTTCAATTAGAGATATT -176 

S7   CTAGTTTGCATAGAAATATTGGAGGACAATACT--CTGCTATAAATTTATAGAATATGTGATCAAA---ACGTGATATTGGATGATCAATTAGAGCTATT -163 

S8   CTAGTTTGAAGAGAAATATTGAAGGAGAAAAAAA-TTGCAATAGATTTATAGAACATGTG----------CGTGATCATGGATGATAAATTAGAGCTATT -161 

S9   CTAGTTTGAAGATAAATATTGAAGGACAAAAAAA-TTGCAATAGATTTATAGAACATATGATCAAATACACGTGATCATGGATGATCAATTAGAGCTATT -163 

S10  CTAGTTTGAATAGAAATAT---AGGAGTAAAAA--GTTCTATA-------AGAACATGTGATCCAATACACGTGATCA---------------------- -167 

S11  CTATTTTGAATA------------GAGGAAAAAA-TTGCTACAAATTTATAGAACATGTGATCAAATACACGTGATCATGGATGATCAATTAGAGCTTTT -158 

S16b CTAGTTTGAATAGAAATATTGGAGGATCAAAAT--TTGCTATAAATTTATTGAATATGTAATCAAATACACGTGATCAAGGATGACCAATTAGAGCTACT -172 

S17  CTAGTTTGAATAGAAATACTGAAGGAGAAAAAT--TTGCTATAAATTTATTGAACATGCGATCAAATACACGTGATCATGGATGTTCAATTAGAGGTATT -175 

S20  CTAGTTTGAATAGAAATATTG---GAGGAAAAA--TTGCTATAAATTTATAGAACATCTGATCAAGCACACGTGATCACGGATGATCAATTAGAGCTATT -140 

S23  CAAGTTTGAAT----ATATGAAAGAAAAAAAAA--TTGAAATAGATTTATAGAACATGTGATCAAATACACGTGTTAACGGATGACCAA----------- -156 

S24  CTAGTTTGAAAAGAAATATTG---GAGGAAAAA--TTGCTATAAATTTATAGAACATCTGATCAAGCACACGTGATCATGGATGATCAATTATAGCTATT -143 

S25  CTAGTATGAATAGAAATATTGAAGGAGAAAAAAG-TTGCAATAGATTTGTAGAACATGTG----------CGTGATCATGGATGATCAATTAGAGCTATT -172 

S26  TTAGTTTGAAAAGAAATATTGGAGGAGAAAAAA--TTGCTATAAATTTATGGCACATGTGATCA-ATACACGTGATCATGGATGGTCAATTGGAGCTATT -161 

S28  CTAGTTTGAATAGAAATATTGAAGGAGCAAAAT--TTGCTATAAATATATTA-------------ATACACGTGATCATGGATT-TCAATTAGAGGTATT -176 

S32  CTAGTTGGAAGG----------AGGAGAAAAAA--TTGCTGTAGATTTATAGGGCATGTGATCAAATACACGTGATCA---------------------- -148 

S33  CTAGTTTGAAGAGAAATATCGAAGGAGGAGAAAA-TTGCAATAGATTTATAGAACATGTGGTCAAATACACGTGATCATGGATGATCAATTAGAGCTATT -157 

S39  TTAGTTTGAATTAAAATGTTGAAGGAGGAAAAA--TTGCTATAAATTTATAGAACA--------------CGTGATCAGGGATAATCAATAGGAGTTATT -164 

S46  CTAGTTTGAAGATAAATATTGAAGGACAACAAAA-TTGCAATATATTTATAGAACATGTGATCAAATACACGTGATCATGGATGATCAATTAGAGCTATT -171 

S50  CTAGTTTGAATAGAGATATTGGAGGAGAAAAAA--TTGCTATAAATCAATAGAACATGTGATCAAGTACACGTGATCA---------------------- -155 

S58  CTAGTTTGAATAGAAATATTGGAGGAGAAAAAA--TTGCTATAAATCTATAGAACATGTGATCAAGTACACGTGATCA---------------------- -156 

 

S1   TGATCAACCCCTTATTTATTCATGCATGTA---------------------------------------------------------------------- -113 

S2   TGATCAACCCCT-ATTTATGCATGCATGTGACCTGGTATTTTGGACCCGATCCGTTAATCTAATTTGACCTGACCTGTTAATATTAGTATTTGGGTAGAT -427 

S3   -----ACCCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -142 

S4   TGATCAACCACTTATTCATCCCTGCATATA---------------------------------------------------------------------- -142 

S5   TGATCAACCCCTTATTAATGCATGCACGCA---------------------------------------------------------------------- -134 

S6   TGATGGACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -146 

S7   TGGTCAACCCCCTACTTATGCATACATGTA---------------------------------------------------------------------- -133 

S8   TGATGAACCCCTCATTTATGCATGCATGTA---------------------------------------------------------------------- -131 

S9   TGATCAACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -133 

S10  -----ACCCCCTTATTTATGCATGCCTGTA---------------------------------------------------------------------- -142 

S11  TGATCAACCCCTTCTTTATGCATGCATGTA---------------------------------------------------------------------- -128 

S16b TGATCAACCACTTATTTATGCATGCATGTA---------------------------------------------------------------------- -142 

S17  TGATGGACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -145 

S20  TGATCAACCCCTTCTTTATGCATGCATGTA---------------------------------------------------------------------- -110 

S23  ---------CCCCTTTTATGCATGCATGTA---------------------------------------------------------------------- -135 

S24  TGATCAACCCCTTATTTATGCATGCATATA---------------------------------------------------------------------- -113 

S25  TGATCAACCCCTCATTTATGCATGCATGTA---------------------------------------------------------------------- -142 

S26  TGATCAACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -131 

S28  TGATGAACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -146 

S32  ------ACCCATCATTTATGCCTACAACTA---------------------------------------------------------------------- -124 

S33  TGATCAACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -127 

S39  TGATCAACCCCTTATTTTTGCATGCATGCA---------------------------------------------------------------------- -134 

S46  TGATGAACCCCTTATTTATGTATGCATGTA---------------------------------------------------------------------- -141 

S50  ------ACCCCTTATTTATGCATGCATGTA---------------------------------------------------------------------- -131 

S58  ------ACCCCTTATTTATGCATGCATGTG---------------------------------------------------------------------- -132 

 

S1   ---------------------------------------------------------------------------------------------------- -113 

S2   GCTTAACTGGTCGGATTGCTAACGGGTGAATTCGTTAACAACCCGTTAAATAACGGTTCATTTTAGGTCAACCCGTTAGCACCCGTTAGTTGAGGATGTT -327 

S3   ---------------------------------------------------------------------------------------------------- -142 

S4   ---------------------------------------------------------------------------------------------------- -142 

S5   ---------------------------------------------------------------------------------------------------- -134 

S6   ---------------------------------------------------------------------------------------------------- -146 

S7   ---------------------------------------------------------------------------------------------------- -133 

S8   ---------------------------------------------------------------------------------------------------- -131 

S9   ---------------------------------------------------------------------------------------------------- -133 

S10  ---------------------------------------------------------------------------------------------------- -142 

S11  ---------------------------------------------------------------------------------------------------- -128 

S16b ---------------------------------------------------------------------------------------------------- -142 

S17  ---------------------------------------------------------------------------------------------------- -145 

S20  ---------------------------------------------------------------------------------------------------- -110 

S23  ---------------------------------------------------------------------------------------------------- -135 

S24  ---------------------------------------------------------------------------------------------------- -113 

S25  ---------------------------------------------------------------------------------------------------- -142 

S26  ---------------------------------------------------------------------------------------------------- -131 

S28  ---------------------------------------------------------------------------------------------------- -146 

S32  ---------------------------------------------------------------------------------------------------- -124 

S33  ---------------------------------------------------------------------------------------------------- -127 

S39  ---------------------------------------------------------------------------------------------------- -134 

S46  ---------------------------------------------------------------------------------------------------- -141 

S50  ---------------------------------------------------------------------------------------------------- -131 

S58  ---------------------------------------------------------------------------------------------------- -132 

 



S1   ---------------------------------------------------------------------------------------------------- -113 

S2   TTAGTAATTTCAGTAAAGTCTTAAGAACAAAAAATAAAATCTATGCAAAATAATAATAATAATAATAATTGTTAACAAGTATTAACGGGTTGGGTTCGGG -227 

S3   ---------------------------------------------------------------------------------------------------- -142 

S4   ---------------------------------------------------------------------------------------------------- -142 

S5   ---------------------------------------------------------------------------------------------------- -134 

S6   ---------------------------------------------------------------------------------------------------- -146 

S7   ---------------------------------------------------------------------------------------------------- -133 

S8   ---------------------------------------------------------------------------------------------------- -131 

S9   -------------------------------------------CGCA----------------------------------------------------- -129 

S10  ---------------------------------------------------------------------------------------------------- -142 

S11  ---------------------------------------------------------------------------------------------------- -128 

S16b ---------------------------------------------------------------------------------------------------- -142 

S17  ---------------------------------------------------------------------------------------------------- -145 

S20  ---------------------------------------------------------------------------------------------------- -110 

S23  ---------------------------------------------------------------------------------------------------- -135 

S24  ---------------------------------------------------------------------------------------------------- -113 

S25  ---------------------------------------------------------------------------------------------------- -142 

S26  ---------------------------------------------------------------------------------------------------- -131 

S28  ---------------------------------------------------------------------------------------------------- -146 

S32  ----------------------------------------------------------------------------------------GTTG-------- -120 

S33  ---------------------------------------------------------------------------------------------------- -127 

S39  ---------------------------------------------------------------------------------------------------- -134 

S46  -------------------------------------------CGCA----------------------------------------------------- -137 

S50  ---------------------------------------------------------------------------------------------------- -131 

S58  ---------------------------------------------------------------------------------------------------- -132 

 

S1   ---------------------------------------------------------------------------------------------------- -113 

S2   TGATCTGTTAATTTAACGGGTCGGATTGAACCCGATCCAAACCCGATAAACCCGACCCGTTTACATGTCTAAATGCATATGCGATATGCCTACAACTAGT -127 

S3   --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -122 

S4   --------------------------------------------------------------------------------CGCATATGCCTGCAACTAGT -122 

S5   --------------------------------------------------------------------------------CGCATATACCTACAACTAGT -114 

S6   --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -126 

S7   --------------------------------------------------------------------------------AGCATACGCCTACAACTAGT -113 

S8   --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -111 

S9   --------------------------------------------------------------------------------TATGCGAAGCTACAACTA-- -111 

S10  --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -122 

S11  --------------------------------------------------------------------------------CGTATATGCCTACAAGTAGC -108 

S16b --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -122 

S17  --------------------------------------------------------------------------------CACATATGCCTACAACGAGT -125 

S20  ---------------------------------------------------------------------------------------------------- -110 

S23  --------------------------------------------------------------------------------CACATTTGCCTACAACCA-- -117 

S24  ---------------------------------------------------------------------------------------------------- -113 

S25  --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -122 

S26  --------------------------------------------------------------------------------CCCACATGCCTACTACTAGT -111 

S28  --------------------------------------------------------------------------------CGCATATGCCTACAACTAGT -126 

S32  ---------------------------------------------------------------------------------------------------- -120 

S33  --------------------------------------------------------------------------------CGCATATGCCTAGAAATAGT -107 

S39  --------------------------------------------------------------------------------CACTTATGCCTACAACTAGT -114 

S46  --------------------------------------------------------------------------------TATGCGTGGCTACAACTA-- -119 

S50  --------------------------------------------------------------------------------CACATATGCCTACAAC---T -114 

S58  --------------------------------------------------------------------------------CACATATGCCTACAACTACT -112 

 

S1   ---------CTATAAATATAAAAGCTTACCTGATCTCCAATTGATCCACACCACCACC-ACCACTAC--------TTGAAATG--------GATCAAATT -39 

S2   AGTCTAGTGCTATAAATATAAGAGCTTA----ATCTTCAATTGATCCACACCACTACC-ACTACTAC--------TTCAAAAGTCCAAATCGATCATATT -40 

S3   ACTCTAGTACTTTAAATATAAGAGCTTCATTGATCTCCAATTGATCCACACTACCACC-ACTACTAC--------TTCTAATG--------GATCAAATT -39 

S4   AGTCTAGTACTATATATACAAGAGCTTAATTGATCTCCAATTGATCCACACCACCACC-TCTACTAC--------TTCAAATG--------GCTCAAATT -39 

S5   --------ACTATAAATATAAGAGCTTAATTGATCTCCAATTGATCAACATCACCACC-ACTACTAC--------TTCAGATC--------AATCTAATT -39 

S6   A--------CTATAAATATAATAGCTTAATTGATCTCCAATTGATCCACACCACCACC-TATTCTACTTCAAAAGTTCAAATC--------GATATAATT -43 

S7   AATCTAGTACTATAAATATAAGAGCTTAATTGGTCTCCAATTGATCACCACCACCAC------------------TTCGAATC--------GATCAAATT -39 

S8   AGTCCAGCACTATAAATGTAAGAACTTAACTGATCTCCAATGGATGCACACC---ACC-ACTACTCC--------TTCAAATC--------GATCTAATA -31 

S9   -----AGTACTATAAATATAAGAGCTTAAATGATCTCCAATTGATCAACATCAGCACC-ACTACTAC--------TTCAAATC--------GATCTGATT -33 

S10  ACTCTAGTACTTTAAATATAAGAGCTTAATTGATCTCCAATTGAACCACACTACCACC-ACTACTAC--------TTCAAATG--------GATCAAATT -39 

S11  --------ACTATAAATATAAGAGCTTAATTGATCTCCAATTACTCCAC------ACT-ACTACTAC--------TCCAAATC--------GATCAAATT -39 

S16b AATCTAGTACTATAAATACAAGAGCTTAATTGATCCTCACTTGATCCACACCACCACC-ACTACTAC--------TTCAAATA--------GATCAAATG -39 

S17  A--------CTATAAATATAATAGCTTAATTGATCTCCAATTGATCCAGACCGCCACC-TATACTACTTCAAAAGTTCAAATC--------AATCTAATT -42 

S20  ---------CTATAAATATAACAGCTTACTTGATCTCCAATTGATCCACACCACCACC-A---CTAC--------TTGAAATG--------GATCAAATT -39 

S23  -----AGTACTATAAAGATAAGAGCTTAATTGATCTCCAAGTGATCCACACCACCACC-ACTACTAC--------TTCAAATC--------AATCTAATT -39 

S24  ---------CTATAAATATAACAGCTTACTTGATCTCCAATTGATCCACACCACCACC-ACTACTAC--------TTGAAATG--------GATCAAATT -39 

S25  AGTCTAGTACTATAAATATAAGAACTTAATTGATCTCCAATGTATGCACACCGCCACC-ACTACTCC--------TTCAAATC--------GATCTAATA -39 

S26  A--------CTATAAATATAAGTGCTTAATTGATCTCCAATTGATCCACACCAC---C-AGTACTAC--------TTCAAATG--------GATCAAATT -39 

S28  A--------CTATAAATATAAGAGCTTAATTGATCTCCAATTGATCCACTCCACCACC-TCTACTACATCAAAAGTTCAAATC--------GATCTAATT -43 

S32  --TCAAGTACTATAAATCTGAGGGCTTAATTGATCTCCAATTGATCCACACCACCACC-ACTGCTAC--------TGGAAATC--------GATATAATT -39 

S33  --------ACTATAAATATAAGAGC-TAATTGATCTCCGATTGATCCAC------ACC-ACCACCAC--------TTCAAATC--------GATCTAATT -39 

S39  G--------CTATAAATATAAGAGCTTAATTGATCTCCAATTGATCCACACCACCACC-ACTACTAC--------TTCAGATC--------GATCTAATT -39 

S46  -----AGTACTATAAATATAAGAGCTTAATTGATCTCCAATTGATCAACATCAGCACC-ACTACTAC--------TTCAAATC--------GATCTGATT -41 

S50  A--------CTATAAATATAAGATCTTAGT-GATCTCCAACTGATCCACACCACCGCCTACAACTAC--------TTCAAATG--------GATCAAATT -39 

S58  A--------CTATAAATATTAGATCATAGT-GATCTTCGACTGATCCACACCACCTTCTACAACTAC--------TTCAAATG--------GATC--ATT -39 

 



S1   C-GTAAT--TAATCTGCCTCGCACTTGAATCAAT----ATTATTCAATG 3 

S2   AAGTAAT--TGATCTGCCTTGCTCTTGAACAAAT----ATTATTCAATG 3 

S3   A-GTAAT--TAATCTGCCTCGCTGTTGAACAAAC----ATTATTCAATG 3 

S4   A-GTAAT--TAATTTGCCTCGCTCTTGAACAAAT----ATTATTCAATG 3 

S5   A-GTAAT--TTATCTCCCTCGCTATTGAACAAAT----ATTTTTCGATG 3 

S6   T-GTAAT--TAATCGGCCACGCTACAGAACAAATTAATATTATTCAATG 3 

S7   A-GTAAT--TAATCTGCCTCGCTCTTCGACTAAT----ATTATTCAATG 3 

S8   A-----------TCGGTCTTGTCCTTGAACAAAT----ATTATTCAATG 3 

S9   ---------TAATCTGCCTTGCACTTGAACAAAT----ATTATTCAATG 3 

S10  A-GTAAT--TAATCTGCCTCGCTGTTGAACAAAC----ATTATTCAATG 3 

S11  A-CTCAT--TAATCTGCCTCGCTCTTTAACAAAC----ATTATTCAATG 3 

S16b A-GTAAT--TAATTTGCCTCGCTCTTGAACGAAT----ATTATTCAATG 3 

S17  A-GTAAT--TAATCTTCATCGCTACCGAACAAATTAA-ATTATTCAATG 3 

S20  A-GTAAT--TAATCTGCCTCGCTCTTGAATAAAT----ATTATTCAATG 3 

S23  A-GTAAT--TAATCTGCCTCGCCCTTGAACAAAT----ATTATTCAATG 3 

S24  A-GTAAT--TAATCTGCCTCGCTCTTGAATAAAT----ATTATTCAATG 3 

S25  A-GTAAT--TAATCGGCCTTGCCCTTGAACAAAT----ATTATTCAATG 3 

S26  A-GTAAT--TAATCTGCCTCGTTCTTGAACAAAT----ATTATTCAATG 3 

S28  A-GTAAT--TAATCTGCCTCGCTCTTGAACAAATTAATATTATTCAATG 3 

S32  A-GTAAT--TAATCTGCCTTGCTCTTGAACAAAT----ATTATTCAATG 3 

S33  A-GTAAT--TAATCTGCCTCGCTCTTGAACAAAT----ATTATTCAATG 3 

S39  A-GTAAT--TGATCTCCCTTGCTCTTGAACAAAT----ATATTTCAATG 3 

S46  A-GTAATATTAATCTGCCTCGCACTTGAACAAAT----ATTATTCAATG 3 

S50  A-ATAAT--TAATATGCCTCGGTCTTAAACAAAT----ATTATTCAATG 3 

S58  A-ATAAT--TAATATGCCTCGGTCTTGAACAAAT----ATTATTCAATG 3 

 


