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Supplementary Results
Baseline IE analysis

As reported in the main text, |IE values at Pre showed subtle differences across groups, reflected in a
significant Group x Trial type interaction. Although post-hoc analysis showed no between-group differences
for either congruent or incongruent trials (all p > 0.10), visual inspection of Fig.2, panels C-E suggests that the
interaction was driven by group-level variations in the magnitude of the IE contrast (i.e., the difference
between congruent and incongruent trials at Pre). This was confirmed by independent sample t-tests,
showing that the ccPASu1-pmy group exhibited a larger |E contrast (mean + SD: 66 + 52) compared to the
CCPASppv-m1 group (25 +44; p = .010), while the ccPASspa-mt group (45 + 33) did not significantly differ from

either of the other two (all p >.110).

To ensure that these baseline differences in IE contrast did not confound the effects attributed to ccPAS, we
performed a ccPAS x Trial type x Time ANCOVA on IE values, using the baseline contrast (IE in incongruent —
congruent trials at Pre) as a covariate. This analysis confirmed the presence of a significant Group x Trial Type
x Time interaction (F4112,=3.71; p=.007; np2=.117), confirming our main result after statistically controlling for

baseline group differences. Moreover, the significance of within-group Trial type x Time interaction was
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replicated for the two groups that differed at baseline: both the ccPASpyy-m1 group (Fy36 = 10.14; p = .0003;
np2=.360) and ccPASu1pmy group (F, 36 = 4.08; p = .0252; an:.185) showed a significant modulation of IE for

incongruent trials at T30 relative to Pre (all p <.001), though in opposite directions.

These results were further supported by a regression analysis testing whether the categorical factor Group
predicted ccPAS-induced changes in the IE contrast (i.e., we computed the IE contrast between incongruent
and congruent trials at all timepoints, and calculated the difference in this index between Pre and T30), while
controlling for baseline IE contrast. The model revealed a significant effect of Group (Fys6 = 3.17; p = .049;
np2=.102), along with a significant effect of baseline IE contrast (p <.001), indicating that both ccPAS
manipulation and initial individual differences contributed to the observed modulation in IE at T30. Crucially,
the ccPAS group remained a significant predictor, suggesting that the observed changes cannot be attributed
to pre-existing differences in performance. A second regression model including the Group x Baseline IE
contrast interaction term confirmed the independent contribution of the categorical factor Group (F 54 =
3.45; p =.0388; np2=.113). Although the covariate retained significance (F1 54 = 36.99; p < .001; an:.406), the
lack of a significant interaction between the two effects (F,54=0.59; p = .558) does not support the notion
that baseline variability moderates the effect of group. These results demonstrate that while baseline
performance variability may explain a portion of the variability in IE contrast modulation over time, they do
not account for the group-level effects observed after ccPAS, which thus reflect genuine protocol-induced

changes.
Baseline Starting Point and Drift Rate analyses

As reported in the main text, drift rate values at baseline (Pre) were different across groups (F,56=6.65;
p=.003; r)p2=.192). Specifically, prior to the start of their sessions, the ccPASy1pwy group displayed a lower
drift rate (3.3 £ 1.3) compared to the ccPASppv-m1 group (5.0 + 1.9) and ccPASgyamt group (4.3 +1.5) (both
p<.039, both d,,,>.74), which in turn did not differ from each other (p=.132).

To ensure that these baseline differences did not confound the effects attributed to ccPAS on the drift rate
parameter, we conducted a control regression analysis. We ran a regression model with Group and drift rate
at time Pre as predictors of drift rate modulation (defined as the difference between drift rate values at
Post30 and Pre). This analysis revealed that the group was a significant predictor of changes in drift rate
(Fys5= 3.31, p=.044, np?=.108), whereas the baseline drift rate did not significantly predict the modulation
(F1ss=1.03, p=.316). These results suggest that the group differences in drift rate changes were due to the
ccPAS manipulation and not driven by baseline differences, thus supporting the robustness of our main

findings.



