Table S1: Viral and bacterial respiratory coinfections into the two subgroups iGAS and Severe GAS infections.
	
	Viral respiratory coinfections
(n=19; 47.4%)
	Bacterial respiratory coinfections
(N=12; 16.0%)

	Invasive GAS
(N=44)
	N=14/44 (31.8%) 
(8 patients with more than a virus isolated)

- Rhinovirus (n=6/44)
- Adenovirus (n=5/44)
- Coronavirus (n=4/44)
- Parainfluenza virus (n=3/44)
- Metapneumovirus (n=3/44)
- Bocavirus (n=1/31)
- A H3N2 Influenza virus (n=1/31)
- Influenza virus (n=1/44)
	N=5/44 (11.4%)
(1 patient with more than a bacterium isolated)

· Streptococcus pneumoniae (n=2/44) 
· Pseudomonas aeruginosa (n=1/44) 
· Acinetobacter parvus (n=1/44) 
· Moraxella catarrhalis (n=1/44) 
· Haemophilus influenzae (n=1/44) 


	Severe GAS infections
(N=31)
	N=5/31 (16.1%)
(1 patient with more than a virus isolated)

· Metapneumovirus (n= 3/31)
· Bocavirus (n=1/31)
· Parainfluenza virus (n=1/31) 
· Coronavirus (n=1/31)
	N=7/31 (22.6%)
(2 patients with more than a bacterium isolated)

· Moraxella catarrhalis (n=1/31)
· Haemophilus influenzae (n=1/31)
· Klebsiella pneumoniae (n=1/31)
· Fusobacterium necrophorum (n=1/31)
· Staphylococcus aureus (n=1/31)



