Table A.1. Genotypical analysis’ data of every isolate studied, including the number of contigs (≥200bp), largest contig, total length of the sequence, N50 (contig length such that using longer or equal length contigs produces 50% of the bases of the assembly), GC (%) content, complete BUSCO (%) (percent of Universal Single Copy Ortholog genes found in the assembly in a complete form) and coverage. 

	Accession number
	Isolate
	Contigs (≥200 bp)
	Largest contig
	Total length
	N50
	GC (%)
	N
	Complete BUSCO (%)
	Coverage (±SD)

	SAMN41632090
	PA_B002
	162
	371,340
	6,284,850
	85,761
	66.52
	0
	99.32
	284.79±59.28

	SAMN41632091
	PA_B005
	156
	450,586
	6,380,862
	121,912
	66.47
	1
	99.32
	233.04±57.13

	SAMN41632092
	PA_B006
	154
	432,489
	6,382,087
	125,846
	66.47
	0
	99.32
	212.09±43.83

	SAMN41632093
	PA_B008
	139
	371,388
	6,283,727
	100,797
	66.51
	0
	100
	240.09±46.93

	SAMN41632094
	PA_B010
	146
	575,252
	6,361,625
	96,707
	66.50
	0
	99.32
	280.53±67.35

	SAMN41632095
	PA_B011
	158
	302,991
	6,315,385
	93,188
	66.56
	0
	99.32
	241.65±47.39

	SAMN41632096
	EH_B012
	143
	682,489
	5,005,766
	265,465
	54.88
	0
	97.30
	342.22±318.94

	SAMN41632097
	EC_B015
	172
	427,939
	5,073,653
	188,042
	50.64
	0
	98.65
	346.07±733.18

	SAMN41632098
	PA_B016
	151
	389,349
	6,833,945
	100,630
	66
	0
	99.32
	265.73±51.49

	SAMN41632099
	PA_B019
	149
	382,554
	6,379,441
	111,632
	66.29
	0
	100
	249.58±58.64

	SAMN41632100
	EC_B020
	249
	398,559
	5,131,028
	207,665
	50.47
	0
	98.65
	421.69±811.01

	SAMN41632101
	EC_B021
	184
	361,503
	5,038,680
	130,646
	50.68
	0
	98.65
	393.27±269.47

	SAMN41632102
	EC_B022
	510
	361,515
	5,046,786
	145,616
	51.03
	0
	98.65
	360.89±187.03

	SAMN41632103
	KP_B023
	107
	642,299
	5,470,075
	200,656
	57.27
	0
	97.97
	332.81±244.73

	SAMN41632104
	EC_B025
	150
	381,525
	5,256,931
	175,507
	50.71
	0
	98.65
	334.44±412.09

	SAMN41632105
	PA_B026
	278
	406,146
	7,074,329
	83,311
	65.95
	2
	99.32
	232.62±72.61

	SAMN41632106
	EC_B027
	135
	428,397
	5,027,958
	130,756
	50.64
	0
	98.65
	345.21±189.98

	SAMN41632108
	EC_B031
	136
	363,192
	5,126,328
	145,616
	50.59
	0
	98.65
	421.21±226.62

	SAMN41632109
	EC_B032
	249
	549,145
	4,895,768
	255,769
	50.71
	0
	98.65
	351.34±276.89

	SAMN41632110
	EC_B035
	184
	450,431
	5,350,800
	135,561
	50.51
	0
	98.65
	118.36±37.11

	SAMN41632111
	EC_B038
	75
	327,721
	5,008,678
	179,073
	50.55
	0
	98.65
	332.36±98.09

	SAMN41632112
	EC_B041
	162
	292,761
	4,999,341
	91,516
	50.74
	0
	98.65
	320.73±451.02

	SAMN41632113
	EC_B042
	163
	468,525
	5,183,205
	229,858
	50.48
	0
	98.65
	377.70±347.54

	SAMN41632114
	PA_B044
	136
	398,828
	6,490,065
	114,160
	66.38
	0
	99.32
	122.52±29.75

	SAMN41632115
	EC_B046
	104
	599,592
	5,309,888
	311,984
	50.47
	0
	98.65
	283.36±81.29

	SAMN41632116
	PA_B050
	142
	302,671
	6,360,179
	128,346
	66.50
	0
	99.32
	311.31±69.83

	SAMN41632117
	EC_B052
	268
	162,903
	4,965,245
	57,664
	50.50
	0
	98.65
	427.99±1,177.15

	SAMN41632118
	EC_B054
	129
	309,157
	4,869,527
	109,465
	50.65
	0
	98.65
	373.65±437.07

	SAMN41632119
	CM_B055
	658
	896,255
	5,339,538
	570,757
	51.96
	1
	97.97
	245.56±208.45

	SAMN41632120
	KP_B057
	163
	331,895
	5,438,417
	128,170
	57.21
	0
	98.65
	289.72±281.25

	SAMN41632121
	KP_B065
	138
	814,531
	5,618,521
	159,686
	57.12
	0
	98.65
	267.27±263.46

	SAMN41632122
	EC_B068
	133
	365,628
	4,936,105
	185,146
	50.84
	0
	98.65
	310.94±91.49

	SAMN41632123
	KP_B070
	155
	558,870
	5,540,150
	191,182
	57.25
	0
	97.97
	301.02±551.76

	SAMN41632124
	PA_B071
	142
	344,414
	6,832,111
	107,251
	66.01
	0
	99.32
	206.93±44.67

	SAMN41632125
	EC_B072
	147
	1,056,706
	5,147,337
	322,838
	50.52
	0
	98.65
	395.76±110.20

	SAMN41632126
	EC_B074
	130
	830,506
	5,090,662
	325,939
	50.43
	0
	98.65
	273.08±79.31

	SAMN41632127
	EC_B079
	139
	348,692
	5,047,079
	174,153
	50.59
	0
	98.65
	354.15±105.09

	SAMN41632128
	EC_B080
	170
	423,516
	5,134,402
	262,053
	50.37
	0
	98.65
	363.02±101.41

	SAMN41632129
	EC_B085
	158
	393,365
	5,055,602
	187,963
	50.64
	0
	98.65
	306.48±200.10

	SAMN41632130
	PA_B089
	172
	372,533
	6,353,385
	104,649
	66.30
	0
	100
	212.42±46.15

	SAMN41632131
	PA_B090
	181
	382,514
	6,357,507
	103,983
	66.30
	0
	100
	213.12±52.97

	SAMN41632132
	EC_B091
	174
	638,352
	5,100,456
	262,106
	50.47
	0
	98.65
	283.96±86.95

	SAMN41632133
	EC_B094
	124
	396,371
	5,096,301
	184,020
	50.59
	0
	98.65
	269.38±535.35

	SAMN41632135
	KP_B110
	140
	703,137
	5,533,943
	156,270
	57.16
	0
	98.65
	223.17±113.54

	SAMN41632136
	EC_B114
	155
	392,718
	5,057,822
	188,234
	50.63
	0
	98.65
	304.31±88.79

	SAMN41632137
	PA_B119
	138
	412,049
	6,379,601
	104,214
	66.48
	1
	99.32
	180.56±35.39

	SAMN41632138
	KP_B123
	116
	557,724
	5,524,728
	179,442
	57.27
	0
	97.97
	274.14±73.53

	SAMN41632139
	EC_B126
	137
	302,551
	5,074,497
	127,687
	50.55
	0
	98.65
	298.64±442.17

	SAMN41632140
	KO_B127
	109
	736,645
	6,000,375
	222,533
	54.98
	0
	98.65
	300.85±81.54

	SAMN41632141
	EC_B132
	87
	543,896
	4,895,894
	332,257
	50.79
	0
	98.65
	271.99±126.25

	SAMN41632142
	CF_B136
	46
	1,240,257
	4,889,623
	377,946
	51.90
	0
	97.97
	166.47±346.23

	SAMN41632143
	EC_B137
	127
	458,292
	5,094,757
	231,959
	50.44
	0
	98.65
	183.98±96.72

	SAMN41632144
	EC_B138
	113
	459,607
	4,881,657
	192,644
	50.71
	0
	98.65
	208.72±61.66

	SAMN41632145
	PA_B139
	177
	378,961
	6,775,213
	86,841
	66.00
	0
	99.32
	211.04±58.29

	SAMN41632146
	EC_B140
	188
	292,492
	5,333,319
	127,682
	50.50
	0
	98.65
	289.57±86.68

	SAMN41632147
	EC_B141
	100
	478,516
	4,880,172
	191,602
	50.62
	0
	98.65
	242.08±78.04

	SAMN41632148
	PA_B143
	111
	257,877
	6,380,443
	122,849
	66.30
	0
	100
	258.59±58.56

	SAMN41632149
	EC_B145
	103
	551,818
	5,053,562
	173,579
	50.59
	0
	98.65
	369.65±365.37

	SAMN41632150
	EC_B151
	208
	316,139
	5,070,773
	84,082
	50.72
	0
	98.65
	254.30±612.55

	SAMN41632152
	PA_B158
	202
	399,198
	6,898,254
	103,861
	65.84
	1
	99.32
	247.54±65.11

	SAMN41632153
	PA_B162
	199
	211,787
	6,600,347
	84,327
	66.16
	0
	100
	133.58±38.47

	SAMN41632154
	EC_B163
	131
	430,084
	4,984,883
	184,691
	50.88
	0
	98.65
	355.10±227.83

	SAMN41632155
	EC_B169
	176
	537,558
	5,065,348
	312,338
	50.45
	0
	98.65
	544.32±156.87

	SAMN41632156
	EH_B170
	39
	846,043
	4,529,742
	413,802
	55.27
	0
	97.30
	289.44±74.57

	SAMN41632157
	PA_B171
	155
	313,714
	6,558,114
	100,289
	66.29
	0
	99.32
	161.93±68.38

	SAMN41632158
	PA_B172
	141
	218,542
	6,452,124
	90,134
	66.49
	0
	99.32
	118.52±24.42

	SAMN41632159
	PA_B174
	163
	396,870
	6,354,529
	92,118
	66.49
	1
	99.32
	96.30±31.74

	SAMN41632160
	EC_B176
	164
	255,516
	4,743,136
	85,629
	50.58
	0
	98.65
	147.92±79.14

	SAMN41632162
	KP_B181
	132
	353,131
	5,527,125
	182,727
	57.27
	0
	97.97
	123.99±35.45
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