Suppl. Fig. 1 
Analysis of GDF15 secretion and gene expression in different cell lines. (A) Levels of secreted GDF15 in the supernatant measured by ELLA assay; (B) Real-Time RT-PCR analysis of Gdf15 gene expression in dermal fibroblasts (DFs) and OV90 cells. Abbreviations: HK2 immortalized renal cells, NTHY immortalized thyroid cells, K562 erythroleukemia cells, TPC1 cancer thyroid cells and UOK cancer renal cells. Data are expressed as mean ± SD from two independent experiments, each performed in duplicate. Student’s t test was applied. ** p < 0.01.

Suppl. Fig. 2
Mitochondrial stress test analysis in OV90 cells treated with SOM E. Oxygen consumption rate (OCR) was measured in OV90 cells treated with DMSO or SOM E (50 μM) using the Seahorse XFe96 Extracellular Flux Analyzer. OCR profiles were determined following sequential injections of oligomycin (O, 1 μM), FCCP (F, 1.5 μM), and rotenone/antimycin A (R/Aa, 1 μM each) in Seahorse XF medium. FCCP concentration was previously optimized by titration. Data are expressed as OCR (pmol/min) and normalized to sulforhodamine B (SRB) absorbance. Data are expressed as mean ± SD.

Suppl. Fig. 3
Real time RT-PCR analysis in OV90 cells upon GDF15 KD by siRNA. (A) Gdf15, (B) Ki67 and (C) Akt gene expression. Data are expressed as mean ± SD. Student’s t test was applied to compare siGDF15‑transfected cells with Scramble controls. * p < 0.05, *** p < 0.001.

