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Abstract: Bioactive peptides are increasingly used in clinical practice. Reversed-phase chromatog-
raphy using formic or trifluoroacetic acid in the mobile phase is the most widely used technique
for their analytical control. However, sometimes it does not prove sufficient to solve challenging
chromatographic problems. In the search for alternative elution modes, the dynamic electrostatic
repulsion reversed-phase was evaluated to separate eight probe peptides characterised by different
molecular weights and isoelectric points. This technique, which involves TBAHSO4 in the mobile
phase, provided the lowest asymmetry and peak width at half height values and the highest in peak
capacity (about 200 for a gradient of 30 min) and resolution concerning the classic reversed-phase.
All analyses were performed using cutting-edge columns developed for peptide separation, and
the comparison of the chromatograms obtained shows how the dynamic electrostatic repulsion
reversed-phase is an attractive alternative to the classic reversed-phase.

Keywords: peptide pharmaceuticals; dynamic electrostatic repulsive reversed-phase; basic analytes;
high peak capacity

1. Introduction

Peptides are chemical compounds consisting of a highly variable chain of amino acids
(AAs). They are considered the precursors of proteins and usually consist of a single
chain of less than 50 AA units [1]. Though, peptides are interesting for their biological
activity. Indeed, many endogenous hormones are peptides (such as oxytocin, insulin, and
glucagon) together with some regulators of inflammation (bradykinin) and nociception
(enkephalins) [2–4].

The first peptide used in treating disease was the hormone insulin in the 1920s [2,5,6].
Since then, peptide-based drugs have played a crucial role in clinical practice. They
have also been shown to have several advantages, such as effectiveness at extremely low
concentrations (due to their very high specificity) and their non-accumulation in the human
body or the environment after being excreted. As a consequence of these advantages, the
relevance of peptide pharmaceuticals (e.g., as antitumoral, anticoagulant, anti-hypertensive,
antioxidant, antimicrobial drugs) began to increase [3,7–10].

Indeed, their use in therapy has directed several efforts on the pharmaceutical industry
to research new production methods and strategies for reducing their metabolism [9,11–15].
As further proof of the importance of peptides in the pharmaceutical field, global industry
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analysis on peptide therapeutics estimated a compound annual growth rate (CAGR) of
9.1% from 2016 to 2024 retailing of peptide drugs to exceed 70 billion USD in 2019 [16].
This evolution will thrive further, given the growing incidence of metabolic diseases.
Indeed, this therapeutic area represents the most relevant among all, with several glucagon-
like peptides 1 (GLP-1) analogues leading the peptide market, such as Liraglutide and
Semaglutide [16].

Peptide-based drugs must be analytically checked before being marketed [17]. Re-
cently, FDA established a guide for evaluating the quality of synthetic versus recombinant
peptides, which constitutes the first reference for the acceptance criteria defined for this
class of products [18]. Among all the techniques reported in the guidance, evaluating
the related substance content in the manufactured peptide plays a central role. The most
common method to achieve this target is reversed-phase chromatography (RPC), which
exploits slight differences in hydrophobicity to separate analytes of interest [19,20].

RPC is a highly flexible, robust, and reliable technique; however, it has some weak-
nesses. Undoubtedly the best known concerns the analysis of basic compounds, namely
about 70% of pharmaceutical products [21]. The problems encountered in the analysis of
basic compounds are mainly due to the complex structure of the surface of the stationary
phase (e.g., free silanols, traces of metals), which result in distortions of the peak shape (i.e.,
tailing, asymmetry) [22,23]. Moreover, since the FDA guidance requests the evaluation of
the impurity content at a very low level (e.g., 0.10% limit for unknown impurities) also for
peptides, the risk they go undetected, in case they elute just after the main peak- is very
high. This trend can also be detected in the biopharmaceutical field, as a growing number
of pharmaceutical and biological compounds have basic properties.

Several strategies have been used to overcome these problems. Up to now, the
best results have been obtained with the introduction of charged surface hybrid (CSH)
packing materials [24–26]. These materials combine hybrid particle technology (namely,
the presence of ethane bridges in the siliceous skeleton) with the presence of covalently
bonded positive charges. This results in a decrease in the number of silanols (hybrid
silica particles), and—working at acidic pH—it is possible to observe a repulsion between
positive charges on the particle and those of protonated basic compounds. In this case, the
mixture of hydrophobic interactions between the C18 chain and analyte and the repulsive
ones between protonated analytes and positive charge provides a mixed-mode defined in
2014 as electrostatic repulsion reversed-phase (ERRP) [27].

Furthermore, we have tried to mimic these intermolecular interactions with commer-
cial C18 columns using a mobile phase additive [28–30]. As a result, excellent outcomes
have been obtained both in the analysis of low molecular weight molecules [28] and pep-
tides [29] using tetra butyl ammonium (TBA)—such as salt—in the mobile phase. This
strategy has been called dynamic ERRP (d-ERRP) in analogy to the work of 2014, as the
attractive-repulsive interactions between analytes and the stationary phase are the same,
with the addition of the term dynamic since they derive from the flow of the mobile phase.
Similar strategies had already been developed, such as the use of ionic liquids (IL) in the
mobile phase, although to our knowledge, the importance of electrostatic repulsion has
never been emphasised [31–33]. Furthermore, the use of TBA in the mobile phase is more
convenient than ILs as it is transparent to UV and requires less conditioning times.

In this work, we want to broaden the application of d-ERRP in peptides control and
analysis. For this purpose, a mixture of eight commercially available peptides used to treat
various pathologies was utilised. These peptides, characterised by different molecular
weight (MW) and isoelectric point (pI), were employed as probes, analysing them on
different RP columns, with different characteristics, comparing mobile phases that involve
the use of the most commonly used additives in RP chromatography (e.g., formic acid FA
and trifluoroacetic acid TFA) with mobile phase used in d-ERRP (i.e., with TBAHSO4 as
additive). The results were finally compared, showing the notable kinetic performance and
selectivity of the d-ERRP elution mode in peptide analysis.
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2. Results and Discussion

The d-ERRP elution mode effectively separated peptide epimers (i.e., glucagon), which
was not possible with the classic additives in the RP mobile phase [29]. Therefore, given the
potential of the technique, we tried to evaluate its use in the separation of eight peptides
characterised by different pI (from 3.9 to 9.5) and MW (from 1096 to 4187 Da), reported
in Table 1.

Table 1. List of therapeutic peptides analysed. The peptides were sorted according to the length of the amino acid chain.

Entry Peptide Peptide Length
(No. AA)

Molecular
Weight (Da) pI Indication/Activity Date of Market

Authorisation

1 Lanreotide 8 1096 7.5 Acromegaly/SST agonist [34] 2007
2 Octreotide 8 1019 8.3 Acromegaly/SST agonist [34] 1988

3 Icatibant 10 1305 12.2
HHHereditary

angioedema/Bradykinin B2
Receptor antagonist [35]

2008

4 Degarelix 10 1632 9.5 Prostate cancer/GnRH
antagonist [36] 2008

5 Bivalirudin 20 2180 3.9 Acute coronary syndromes,
Thrombotic events [37] 2004

6 Glucagon 29 3483 8.0 Severe hypoglycemia [38] 1962

7 Semaglutide 31 4113 5.4 Type 2 diabetes/GLP-1
receptor agonist [39] 2017

8 Exenatide 39 4187 4.9 Type 2 diabetes/GLP-1
receptor agonist [39] 2005

Two main factors can influence the separation of peptides in RPC: (i) The characteristics
of the stationary phase and (ii) the composition of the mobile phase. The stationary phases
used in RPC have evolved to deal with the separation of challenging compounds (often
basic compounds), trying to decrease adsorption, minimising secondary interactions (e.g.,
with free silanols), and increasing diffusion coefficients.

Some commercially available RP columns packed with stationary phases developed
to solve some of these problems were used in this work. The former group comprises
columns packed with fully porous hybrid silica particles (Ethylene Bridged Hybrid, BEH)
developed by Waters® (i.e., (i) ACQUITY UPLC® BEH C18, and (ii) ACQUITY UPLC®

BEH C4) [40]. The BEH particles allow reducing the number of silanols on the silica surface
and having greater pH stability. Both columns are packed with particles of 300 Å pore size,
suitable for peptide and protein analysis. The second type of columns are columns packed
with superficially porous particles (SPP), developed by Kirkland in 2006 and marketed by
Advanced technologies materials under the name of Halo [41–43]. Halo-ES C18 columns
(in this work: (iii) Halo peptide ES-C18 (150 × 3.0 mm L × I.D.) 2.0 µm 160 Å; (iv) Halo
peptide ES-C18 (150 × 4.6 mm L × I.D.) 2.7 µm 160 Å) with a pore diameter of 160 Å,
effectively separate peptides, improving the kinetics of separation [44]. The anchoring
chemistry of the C18 chain should also be emphasised in HALO ES-C18 columns. In fact,
by exploiting the steric hindrance of the silane substituents, silanols that have remained
non-derivatised are shielded without resorting to end-capping.

Regarding the elution mode, we compared RP with the most used additives, i.e.,
formic acid (FA) and trifluoroacetic acid (TFA), with the d-ERRP mode. The FA and TFA
are used at low concentrations in the mobile phase to allow ionic pairs with the charged
groups of the peptides [45–47].

Then, the use of mobile phases based on FA and TFA (0.1% v/v) was compared with
the mobile phase d-ERRP, which involves using TBAHSO4 (10 mM) on all the columns
described above.

Notably, the comparisons of the different mobile phases were carried out using
columns of the same length, working at constant linear velocity, with the same gradi-
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ent time (tG) and with columns packed with FPP 1.7 µm and SPP 2.0 and 2.7 µm particles
(namely, practically identical dimensions from a kinetic point of view [44]).

This is because the work aims to evaluate the improvement, especially from the kinetic
point of view, of using TBAHSO4 rather than the most common additives used in RPC.
Thus, the evaluation was carried out by comparing the asymmetry (As), peak width at
half height (W0.5), peak capacity (nc), and resolution (Rs) values, being the runs performed
in gradient.

2.1. Comparison between IP-RPLC and d-ERRP

Figures 1–3 show the separations of the eight probe peptides using FA (Figures 1–3A),
TFA (Figures 1–3B), and TBAHSO4 (Figures 1–3C) in mobile phases, on three columns
packed with different stationary phases. For example, in Figure 1, a C18 stationary phase is
based on hybrid particles (BEH) FPP, in Figure 2 with C4 BEH FPP, and finally in Figure 3
with C18 SPP.
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The significant difference between FA (Figures 1–3A) and TFA (Figures 1–3B) is that
the formic acid leads to broader peaks and a poor peak shape since the ion pair generated
is less hydrophobic [27,47,48]. The difference in terms of hydrophobicity of ionic pair
become evident comparing the gradient ramps used. These have been optimised to
increase the separation of the peaks on all columns using the mobile phases described.
However, it is possible to observe a common trend: only with the mobile phase to which
the TFA was added, the ramps start with a higher concentration of modifier organic (i.e.,
acetonitrile). This is not new, but it is essential to observe how, in the case of mobile phases
based on TBAHSO4, the ramps of the developed gradients are identical to those with
FA (for gradients comparison, see paragraph 3.5). However, the chromatograms shown
in Figures 1–3C indicate a clear improvement in peak shape and asymmetry than those
obtained with FA. This does not seem to be due to forming a strong ion pair (as in the case
of TFA) but to another mechanism that allows all unwanted interactions to be reduced.

In addition to the previous observations, it is possible to note three “elution zones”, in
the first one, at the beginning of the gradient, low molecular weight peptides elute (entry 3,
2, and 1), in the central one, those with medium molecular weight (entry 5, 4, and 6), and
finally those with higher molecular weight (entry 8 and 7). It is essential to note a change
in elution order in the central area between entries 6 and 4, which is observed using TFA
and TBAHSO4 to FA.

The advantage in switching from the additives commonly used in IP-RP to TBAHSO4
in d-ERRP is observed on all columns, as can be seen in Figure S1, which shows the three
chromatograms obtained in d-ERRP on the columns with stationary phase C18, whose
particles of different sizes (FPP 1.7 µm and SPP 2.0 and 2.7 µm) are kinetically equivalent.

2.2. Asymmetry, Peak Width at Half-Height, Peak Capacity, and Resolution Values

All the analyses were performed in gradient elution. Since the classic chromatographic
factors (retention factor k, selectivity α) cannot be correctly used in gradient separation [49],
the separations were evaluated by examining the asymmetry (As), peak width at half-height
(W0.5), peak capacity (nc), and resolution (Rs).

The As values of each peak are reported in Figure 4, and the data were registered on all
the columns used. The figure shows how the asymmetry factor drops without distinction
for all the analytes on all the columns used passing from FA to TFA and further passing
from TFA to TBAHSO4.
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The peak asymmetry may be due to column overload, stationary phase heterogeneity,
column packing heterogeneity or extra-column factors [50–52]. However, being the analysis
carried out at the same experimental conditions (e.g., injection volume, chromatographic
apparatus, and column temperature), and the only variable is the additive present in the
mobile phase, the different adsorption of the analytes justifies this difference in the presence
of a particular additive.
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The peak width at half height provides information on the efficiency of the chromato-
graphic method. Moreover, in this case, the trend shown by the bar graph (Figure 5) is
clear. The W0.5 decreases passing from FA to TFA and is further reduced with TBAHSO4.
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Another factor that considers the peak width (at the base) and that best allows us to
describe the performance of a gradient separation is the peak capacity (nc) [53,54]. Peak
capacity describes the maximum number of peaks that can be resolved in a gradient
separation. If the peak width does not vary as a function of the retention time, it can be
calculated using Equation (1).

nc =
tG

Wavg
+ 1 (1)

With tG as the gradient time in minutes, and Wavg as the average peak width. The
gradients used lasted 30 min. In the graphs shown in Figure 6, it can be seen how the peak
capacity values are higher for the separations obtained with TBAHSO4, with the superior
value 236 for the column (iii) Halo peptide ES-C18 (150 × 3.0 mm L × I.D.) 2.0 µm 160 Å
(superficially porous particles (SPP)).
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In conclusion, the chromatographic factor of the resolution was evaluated. The term
resolution (Rs) describes, in the chromatographic process, how well an analyte is separated
from another, according to Equation (2):

Rs =
√

N
4

(α− 1)
α

k
(k + 1)

(2)

From the equation reported, it is clear how the Rs takes into account both the thermo-
dynamic terms k (retention factor) and α (selectivity), and the kinetic one N (efficiency). It
is, therefore, the complete factor for the evaluation of chromatographic separation. The Rs
of all peak pairs using TBAHSO4 in the mobile phase jumped higher than that recorded for
using FA and TFA (Figure 7). The Rs indirectly provides information on the selectivity of
the method. Using TBAHSO4, the peaks are “better distributed” along the gradient ramp
than using TFA, as demonstrated by Figures 1–3.
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3. Materials and Methods
3.1. Chemicals

Peptides (namely lanreotide, octreotide, icatibant, degarelix, bivalirudin, glucagon,
liraglutide, semaglutide, salmon calcitonin, and exenatide) were gently given by Fresenius
Kabi IPSUM (Italy). HPLC quality H2O and acetonitrile (ACN), tetrabutylammonium
hydrogen sulfate (TBAHSO4) (>99% w/w), trifluoroacetic acid (TFA) (>99% w/w), and
formic acid (FA) (>99% w/w) were purchased from Sigma-Aldrich (St. Louis, MO, USA).
All the solvents were filtered before use on a 0.2 µm filter.
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3.2. Sample Preparation

Each peptide stock solution was prepared at 1 mg/mL in mobile phase A (for each
elution mode). Then, different volumes of each stock solution were mixed into a volumetric
flask, obtaining a peptide mixture.

3.3. Instrumentation

UHPLC analysis was achieved using an UltiMate 3000RSLC nano-LC (Dionex, Benelux,
Amsterdam, Netherlands) furnished with a binary rapid separation capillary flow pump
and a ternary separation loading pump (NCP-3200RS UltiMate3000). Only the loading
pump was employed in this study. The complete configuration of the system includes
a thermostated column compartment and a four-channel variable wavelength detector
(VWD-3400RS UltiMate 3000) with a 2.5 µL flow cell and a manual VICI Valco injector
(Valco Instruments, Houston, TX, USA). The UV detector was set at a time constant of
0.10 s and a data collection rate of 100 Hz. UV detection was performed at 214 nm. The
temperature of the column oven was set at 50 ◦C. The flow rate was set at 0.2 mL/min for
those columns with 2.1 mm I.D., 0.5 mL/min for that with 3.0 mm I.D., and 1.0 mL/min
for that with 4.6 mm I.D.

3.4. Columns

Several RP columns with different features were used:

i. ACQUITY UPLC® BEH C18 (150 × 2.1 mm L × I.D.) 1.7 µm 300 Å (fully porous
particles (FPP) and BEH (hybrid) technology particles).

ii. ACQUITY UPLC® BEH C4 (150 × 2.1 mm L × I.D.) 1.7 µm 300 Å (fully porous
particles (FPP) and BEH (hybrid) technology particles).

iii. Halo peptide ES-C18 (150 × 3.0 mm L × I.D.) 2.0 µm 160 Å (superficially porous
particles (SPP).

iv. Halo peptide ES-C18 (150 × 4.6 mm L × I.D.) 2.7 µm 160 Å (superficially porous
particles (SPP)).

3.5. Chromatographic Conditions

The mobile phases used in this work are the following: (1) Eluent A = H2O + FA
(0.1% v/v); eluent B = ACN + FA (0.1% v/v); (2) eluent A = H2O + TFA (0.1% v/v); eluent
B = ACN + TFA (0.1% v/v); (3) eluent A = H2O + TBAHSO4 10 mM (wpH = 2.0); eluent
B = ACN + TBAHSO4 10 mM (ApppH = 2.7); the gradients used were the following:

1. Mobile phases with formic acid as additive:

• Column (i) gradient elution: 15% B (0 min), 15% B (1 min), 40% B (26 min), 60%
B (31 min), 100% B (32 min),100% B (37 min), and 15% B (38 min).

• Column (ii) gradient elution: 10% B (0 min), 10% B (1 min), 50% B (31 min), 100%
B (32 min), 100% B (37 min), and 10% B (38 min).

• Column (iii) gradient elution: 15% B (0 min), 15% B (1 min), 40% B (21 min),
45% B (22 min), 60% B (31 min), 100% B (32 min), 100% B (37 min), and 15%
B (38 min).

• Column (iv) gradient elution: 20% B (0 min), 20% B (1 min), 40% B (21 min), 80%
B (31 min), 100% B (32 min), 100% B (37 min), and 20% B (38 min).

2. Mobile phases with trifluoroacetic acid as additive:

• Column (i) gradient elution: 16% B (0 min), 16% B (1 min), 41% B (26 min), 61%
B (31 min), 100% B (32 min), 100% B (37 min), and 16% B (38 min).

• Column (ii) gradient elution: 12% B (0 min), 12% B (1 min), 52% B (31 min), 100%
B (32 min), 100% B (37 min), and 12% B (38 min).

• Column (iii) gradient elution: 16% B (0 min), 16% B (1 min), 41% B (21 min),
46% B (22 min), 61% B (31 min), 100% B (32 min), 100% B (37 min), and 16%
B (38 min).
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• Column (iv) gradient elution: 20% B (0 min), 20% B (1 min), 40% B (21 min), 80%
B (31 min), 100% B (32 min), 100% B (37 min), and 20% B (38 min).

3. Mobile phases with TBAHSO4 as additive:

• Column (i) gradient elution: 15% B (0 min), 15% B (1 min), 40% B (26 min), 60%
B (31 min), 100% B (32 min), 100% B (37 min), and 15% B (38 min).

• Column (ii) gradient elution: 10% B (0 min), 10% B (1 min), 50% B (31 min), 100%
B (32 min), 100% B (37 min), and 10% B (38 min).

• Column (iii) gradient elution: 15% B (0 min), 15% B (1 min), 40% B (21 min),
45% B (22 min), 60% B (31 min), 100% B (32 min), 100% B (37 min), and 15%
B (38 min).

• Column (iv) gradient elution: 20% B (0 min), 20% B (1 min), 40% B (21 min), 80%
B (31 min), 100% B (32 min), 100% B (37 min), and 20% B (38 min).

4. Conclusions

The d-ERRP is an effective elution mode for the separation of peptides of any molecular
weight and pI. The evaluation was carried out by comparing the d-ERRP with the ion-pair
reversed-phase (IP-RP), which is the most used technique for the chromatographic control
of peptides and proteins. Then, the separations were carried out using mobile phases
based on H2O and ACN with 0.1% v/v FA, 0.1% v/v TFA (IP-RP), and 10 mM TBAHSO4
(d-ERRP) as additives. Four columns of the same length were used, differing in particle
size although kinetically equivalent (1.7 µm FPP, 2.0 and 2.7 µm SPP), and for stationary
phase chemistry (column i: C18 on BEH particles, column ii: C4 on BEH particles, columns
iii and iv: C18 without end-capping). All the analyses were performed using a 30-min
gradient and keeping the linear velocity constant. Under these conditions, asymmetry,
peak width at half-height, peak capacity, and resolution values were compared. From the
analysis of these values, the superiority of the d-ERRP elution mode was demonstrated,
which allowed a decrease in As and W0.5 and an increase in nc and Rs compared to IP-RP
in the experimental conditions. Therefore, the d-ERRP can be used for routine control of
pharmaceutical peptides, although the main drawback remains that it is not a friendly
technique for mass spectrometry. Nevertheless, it can be decisive in case an improvement
or a change in selectivity is required.

Supplementary Materials: The following are available online. Figure S1: Chromatograms refer
to the separation of eight peptides (see Table 1). MP with 10 mM TBAHSO4. Columns used:
(A) ACQUITY UPLC® BEH C18 (150 × 2.1 mm L × I.D.) 1.7 µm 300 Å FPP and BEH particles;
(B) Halo peptide ES-C18 (150 × 3.0 mm L × I.D.) 2.0 µm 160 Å SPP; (C) Halo peptide ES-C18
(150 × 4.6 mm L × I.D.) 2.7 µm 160 Å SPP; Table S1: Asymmetry values (As); Table S2: Half peak
width(W0.5) values; Table S3: Average peak width (Wavg), standard deviation (STD), and peak
capacity (nc) values; Table S4: Resolutions (Rs) values.
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26. Kadlecová, Z.; Kozlík, P.; Tesařová, E.; Gilar, M.; Kalíková, K. Characterization and comparison of mixed-mode and reversed-phase

columns; interaction abilities and applicability for peptide separation. J. Chromatogr. A 2021, 1648. [CrossRef] [PubMed]
27. Gritti, F.; Guiochon, G. Separation of peptides and intact proteins by electrostatic repulsion reversed phase liquid chromatography.

J. Chromatogr. A 2014, 1374, 112–121. [CrossRef] [PubMed]
28. Manetto, S.; Mazzoccanti, G.; Ciogli, A.; Villani, C.; Gasparrini, F. Ultra-high performance separation of basic compounds on

reversed-phase columns packed with fully/superficially porous silica and hybrid particles by using ultraviolet transparent
hydrophobic cationic additives. J. Sep. Sci. 2020, 43, 1653–1662. [CrossRef] [PubMed]

http://doi.org/10.1351/pac199567081307
http://doi.org/10.2337/diaspect.17.3.183
http://doi.org/10.1105/tpc.010484
http://www.ncbi.nlm.nih.gov/pubmed/12045281
http://doi.org/10.1016/j.bmc.2017.06.052
http://doi.org/10.3389/fmolb.2021.697586
http://doi.org/10.1186/s12929-017-0328-x
http://doi.org/10.1016/j.foodres.2015.05.013
http://doi.org/10.3390/ph11020042
http://doi.org/10.1016/j.drudis.2014.10.003
http://doi.org/10.2174/1389201043489620
http://doi.org/10.1021/bp030070k
http://doi.org/10.1016/0141-0229(95)00097-6
http://doi.org/10.3390/molecules18044373
http://doi.org/10.2174/138527281808140616160013
http://doi.org/10.3390/ijms20102383
http://doi.org/10.1016/j.drudis.2018.10.002
https://www.fda.gov/regulatory-information/search-fda-guidance-documents/andas-certain-highly-purified-synthetic-peptide-drug-products-refer-listed-drugs-rdna-origin
https://www.fda.gov/regulatory-information/search-fda-guidance-documents/andas-certain-highly-purified-synthetic-peptide-drug-products-refer-listed-drugs-rdna-origin
http://doi.org/10.1016/j.chroma.2019.05.038
http://doi.org/10.1007/s00216-003-2104-x
http://doi.org/10.1016/j.chroma.2009.11.068
http://doi.org/10.1016/S0021-9673(02)01899-X
http://doi.org/10.1016/j.trac.2014.07.016
http://doi.org/10.1016/j.chroma.2013.01.074
http://doi.org/10.1016/j.chroma.2021.462182
http://www.ncbi.nlm.nih.gov/pubmed/33979757
http://doi.org/10.1016/j.chroma.2014.11.036
http://www.ncbi.nlm.nih.gov/pubmed/25488252
http://doi.org/10.1002/jssc.201901333
http://www.ncbi.nlm.nih.gov/pubmed/32043722


Molecules 2021, 26, 4348 13 of 13

29. Mazzoccanti, G.; Manetto, S.; Bassan, M.; Foschini, A.; Orlandin, A.; Ricci, A.; Cabri, W.; Ismail, O.H.; Catani, M.; Cavazzini, A.;
et al. Boosting basic-peptide separation through dynamic electrostatic-repulsion reversed-phase (d-ERRP) liquid chromatography.
RSC Adv. 2020, 10, 12604–12610. [CrossRef]

30. Mazzoccanti, G.; Gasparrini, F.; Calcaterra, A.; Villani, C. Static vs. Dynamic Electrostatic Repulsion Reversed Phase Liquid
Chromatography: Solutions for Pharmaceutical and Biopharmaceutical Basic Compounds. Separations 2021, 8, 59. [CrossRef]

31. Ubeda-Torres, M.T.; Ortiz-Bolsico, C.; García-Alvarez-Coque, M.C.; Ruiz-Angel, M.J. Gaining insight in the behaviour of
imidazolium-based ionic liquids as additives in reversed-phase liquid chromatography for the analysis of basic compounds. J.
Chromatogr. A 2015, 1380, 96–103. [CrossRef]

32. Calabuig-Hernández, S.; García-Alvarez-Coque, M.C.; Ruiz-Angel, M.J. Performance of amines as silanol suppressors in reversed-
phase liquid chromatography. J. Chromatogr. A 2016, 1465, 98–106. [CrossRef]

33. Mai, X.L.; Choi, Y.; Truong, Q.K.; Van Nguyen, T.N.; Han, S.B.; Kim, K.H. Alternative chromatographic method for the assay test
of terbutaline and salbutamol using ionic liquid assisted aqueous mobile phase. Anal. Sci. Technol. 2020, 33, 169–176. [CrossRef]

34. Racine, M.S.; Barkan, A.L. Somatostatin analogs in medical treatment of acromegaly. Endocrine 2003, 20, 271–278. [CrossRef]
35. Straka, B.T.; Ramirez, C.E.; Byrd, J.B.; Stone, E.; Woodard-Grice, A.; Nian, H.; Yu, C.; Banerji, A.; Brown, N.J. Effect of bradykinin

receptor antagonism on ACE inhibitor-associated angioedema. J. Allergy Clin. Immunol. 2017, 140, 242–248e2. [CrossRef]
[PubMed]

36. Steinberg, M. Degarelix: A gonadotropin-releasing hormone antagonist for the management of prostate cancer. Clin. Ther. 2009,
31, 2312–2331. [CrossRef] [PubMed]

37. Carswell, C.I.; Plosker, G.L. Bivalirudin: A review of its potential place in the management of acute coronary syndromes. Drugs
2002, 62, 841–870. [CrossRef]

38. Kedia, N. Treatment of severe diabetic hypoglycemia with glucagon: An underutilised therapeutic approach. Diabetes Metab.
Syndr. Obes. Targets Ther. 2011, 337. [CrossRef]

39. Gentilella, R.; Pechtner, V.; Corcos, A.; Consoli, A. Glucagon-like peptide-1 receptor agonists in type 2 diabetes treatment: Are
they all the same? Diabetes Metab. Res. Rev. 2019, 35. [CrossRef]

40. Wyndham, K.D.; Walter, T.H.; Iraneta, P.C.; Neue, U.D.; McDonald, P.D.; Morrison, D.; Baynham, M. A Review of Waters Hybrid
Particle Technology: Ethylene-Bridged [BEH Technology] Hybrids and Their Use in Liquid Chromatography; Waters Corporation: Milford,
MA, USA, 2004; ISBN 720001159EN.

41. Ali, I.; Gaitonde, V.D.; Grahn, A. Halo columns: New generation technology for high speed liquid chromatography. J. Chromatogr.
Sci. 2010, 48, 386–394. [CrossRef]

42. DeStefano, J.J.; Langlois, T.J.; Kirkland, J.J. Characteristics of superficially-porous silica particles for fast HPLC: Some performance
comparisons with sub-2-µm particles. J. Chromatogr. Sci. 2008, 46, 254–260. [CrossRef]

43. Kirkland, J.J.; Schuster, S.A.; Johnson, W.L.; Boyes, B.E. Fused-core particle technology in high-performance liquid chromatogra-
phy: An overview. J. Pharm. Anal. 2013, 3, 303–312. [CrossRef] [PubMed]

44. Gritti, F.; Guiochon, G. The mass transfer kinetics in columns packed with Halo-ES shell particles. J. Chromatogr. A 2011,
1218, 907–921. [CrossRef] [PubMed]

45. García, M.C.; Hogenboom, A.C.; Zappey, H.; Irth, H. Effect of the mobile phase composition on the separation and detection of
intact proteins by reversed-phase liquid chromatography-electrospray mass spectrometry. J. Chromatogr. A 2002, 957, 187–199.
[CrossRef]

46. Chakraborty, A.B.; Berger, S.J. Optimization of reversed-phase peptide liquid chromatography ultraviolet mass spectrometry
analyses using an automated blending methodology. J. Biomol. Tech. 2005, 16, 325–333.

47. Simone, P.; Pierri, G.; Foglia, P.; Gasparrini, F.; Mazzoccanti, G.; Capriotti, A.L.; Ursini, O.; Ciogli, A.; Laganà, A. Separation of
intact proteins on γ-ray-induced polymethacrylate monolithic columns: A highly permeable stationary phase with high peak
capacity for capillary high-performance liquid chromatography with high-resolution mass spectrometry. J. Sep. Sci. 2016, 39.
[CrossRef]

48. Horvath, C.; Melander, W.; Molnar, I.; Molnar, P. Enhancement of Retention by Ion-Pair Formation in Liquid Chromatography
with Nonpolar Stationary Phases. Anal. Chem. 1977, 49, 2295–2305. [CrossRef]

49. Blumberg, L.M. Theory of gradient elution liquid chromatography with linear solvent strength: Part 2. peak width formation.
Chromatographia 2014, 77, 189–197. [CrossRef]

50. Pápai, Z.; Pap, T.L. Analysis of peak asymmetry in chromatography. J. Chromatogr. A 2002, 953, 31–38. [CrossRef]
51. Felinger, A.; Cavazzini, A.; Remelli, M.; Dondi, F. Stochastic—Dispersive Theory of Chromatography. Anal. Chem. 1999, 71, 4472–4479.

[CrossRef]
52. Cavazzini, A.; Remelli, M.; Dondi, F.; Felinger, A. Stochastic theory of multiple-site linear adsorption chromatography. Anal.

Chem. 1999, 71, 3453–3462. [CrossRef]
53. Neue, U.D. Theory of peak capacity in gradient elution. J. Chromatogr. A 2005, 1079, 153–161. [CrossRef]
54. Wang, X.; Stoll, D.R.; Schellinger, A.P.; Carr, P.W. Peak capacity optimisation of peptide separations in reversed-phase gradient

elution chromatography: Fixed column format. Anal. Chem. 2006, 78, 3406–3416. [CrossRef] [PubMed]

http://doi.org/10.1039/D0RA01296C
http://doi.org/10.3390/separations8050059
http://doi.org/10.1016/j.chroma.2014.12.064
http://doi.org/10.1016/j.chroma.2016.08.048
http://doi.org/10.5806/AST.2020.33.4.169
http://doi.org/10.1385/ENDO:20:3:271
http://doi.org/10.1016/j.jaci.2016.09.051
http://www.ncbi.nlm.nih.gov/pubmed/27913306
http://doi.org/10.1016/j.clinthera.2009.11.009
http://www.ncbi.nlm.nih.gov/pubmed/20110043
http://doi.org/10.2165/00003495-200262050-00008
http://doi.org/10.2147/DMSO.S20633
http://doi.org/10.1002/dmrr.3070
http://doi.org/10.1093/chromsci/48.5.386
http://doi.org/10.1093/chromsci/46.3.254
http://doi.org/10.1016/j.jpha.2013.02.005
http://www.ncbi.nlm.nih.gov/pubmed/29403832
http://doi.org/10.1016/j.chroma.2010.12.046
http://www.ncbi.nlm.nih.gov/pubmed/21236440
http://doi.org/10.1016/S0021-9673(02)00345-X
http://doi.org/10.1002/jssc.201500844
http://doi.org/10.1021/ac50022a048
http://doi.org/10.1007/s10337-013-2556-x
http://doi.org/10.1016/S0021-9673(02)00121-8
http://doi.org/10.1021/ac990412u
http://doi.org/10.1021/ac990282p
http://doi.org/10.1016/j.chroma.2005.03.008
http://doi.org/10.1021/ac0600149
http://www.ncbi.nlm.nih.gov/pubmed/16689544

	Introduction 
	Results and Discussion 
	Comparison between IP-RPLC and d-ERRP 
	Asymmetry, Peak Width at Half-Height, Peak Capacity, and Resolution Values 

	Materials and Methods 
	Chemicals 
	Sample Preparation 
	Instrumentation 
	Columns 
	Chromatographic Conditions 

	Conclusions 
	References

