Supplementary Material 1. Alignment used for the phylogenetic analysis.

>KU898904 Podarcis_sicula

MACAQTGSGKTAAFLLSILSQIYTDGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQMLARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGRSPILVATAVAA
RG

>KFZ65750.1_Podiceps_cristatus
DWSKPLPPSERLEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEELDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>KFV74275.1_Struthio_camelus_australis
DWSKPLPPSERLEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDALRAMKAS
TSENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDL
ERGCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPP
KGVRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>NP_001025971.1_Gallus_gallus
DWSKPLPPSERLEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEELDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>NP_034158.1_Mus_musculus
DWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVEMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGEALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGAEIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEEIDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_009644407.1_Egretta_garzetta
DWSKPLPPSERLEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDALRAMK----



ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_013222176.1_Columba_livia
DWSKPLPPSERLEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDALRAMR----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEELDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_018411832.1_Nanorana_parkeri
DWSKPLAPNDRVEQELFSGGNTGINFEKYDDIPVEATGSNCPPHIEIFHDVNMGEIIMGNI
ALTRYTRPTPVQKHAIPIIIGKRDLMACAQTGSGKTAAFLLPILSQIYADGPGEAVMHQK----
DNGRYGRRKQFPLSLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDYCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQILARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEEMDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>NP_989196.1_Xenopus_tropicalis
DWSKPLAPNDRVEQELFSGSNTGINFEKYDDIPVEATGNNCPPHIESFQDVTMGEIIMGNI
QLSRYTRPTPVQKHAIPIHIEKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDAMKHLK----
ENGRYGRRKQFPLSLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCNYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQILARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEEMDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>NP_001080283.1_Xenopus_laevis
DWSKPLAPNDRVEQELFSGSNTGINFEKYDDIPVDATGSNCPPHIECFQDVDMGEIIMGNI
QLTRYTRPTPVQKHAIPIIIGKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDAMKHLK----
DNGRYGRRKQFPLSLVLAPTRELAVQIYEEARKFAYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQILARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEEMDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKCPILVATAVAA
RG

>CAH61467.1_Pelophylax_lessonae
DWSKPLAPNDRVEQELFSGSNTGINFEKYDDIPVEATGSNCPPHIESFHDVNMGEIIMGNI
QLTRYTRPTPVQKHAIPIIIDKRDLMACAQTGSGKTAAFLLPILSQIYADGPGDAMKHLK----
DNGRYGRRKQFPLSLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDYCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQILARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEEMDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG



>XP_005889498.1 Bos_mutus
DWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVEMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYSDGPGEALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>NP_001347.3_Homo_sapiens
DWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVEMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYSDGPGEALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_008063566.1_Carlito_syrichta
DWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVEMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYSDGPGEALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_014584362.1 _Equus_caballus
DWSKPLPPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVEMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYSDGPGEALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRHTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGKSPILVATAVAA
RG

>XP_004566336.1_Maylandia_zebra
DWSKPTAPNERLEHELFSASNTGINFEKYDDIPVEATGSSCPPHIESFHDVEMGEIIMGNI
NLSRYTRPTPVQKYAIPIIKSKRDLMACAQTGSGKTAAFLLPVLSQIYTEGPGDALQAAKN
SGQENGRYGRRKQYPISLVLAPTRELALQIYDEARKFAYRSRVRPCVVYGGADIGQQIRD
LERGCHLLVATPGRLVDMMERGKIGLDYCHYLVVDEADRMLDMGFEPQIRRIVEQDTMP
PKGIRRTMMFSATFPKEIQILARDFLE-
DYIFLAVGRVGSTSENITQKVVWVEETDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYREGYACTSIHGDRSQRDREEALHQFRSGRCPILVATAVAA
RG

>XP_003449556.1_Oreochromis_niloticus
DWSKPTAPNERLEHELFSGSNTGINFEKYDDIPVEATGSSCPPHIESFHDVDMGEIIMGNI
NLSRYTRPTPVQKYAIPIIKSKRDLMACAQTGSGKTAAFLLPVLSQIYTEGPGDALQAAKN
SGQENGRYGRRKQYPISLVLAPTRELALQIYDEARKFAYRSRVRPCVVYGGADIGQQIRD
LERGCHLLVATPGRLVDMMERGKIGLDYCHYLVVDEADRMLDMGFEPQIRRIVEQDTMP
PKGIRRTMMFSATFPKEIQILARDFLE-



DYIFLAVGRVGSTSENITQKVVWVEETDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYREGYACTSIHGDRSQRDREEALHQFRSGRCPILVATAVAA
RG

>XP_013769397.1_Pundamilia_nyererei
DWSKPTAPNERLEHELFSASNTGINFEKYDDIPVEATGSSCPPHIESFHDVEMGEIIMGNI
NLSRYTRPTPVQKYAIPIIKSKRDLMACAQTGSGKTAAFLLPVLSQIYTEGPGDALQAAKN
SGQENGRYGRRKQYPISLVLAPTRELALQIYDEARKFAYRSRVRPCVVYGGADIGQQIRD
LERGCHLLVATPGRLVDMMERGKIGLDYCHYLVVDEADRMLDMGFEPQIRRIVEQDTMP
PKGIRRTMMFSATFPKEIQILARDFLE-
DYIFLAVGRVGSTSENITQKVVWVEETDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYREGYACTSIHGDRSQRDREEALHQFRSGRCPILVATAVAA
RG

>XP_011604761.1_Takifugu_rubripes
DWSKPTASNERLEQELFSASNTGINFEKYDDIPVEATGANSPSHIDCFQDVDMGEIIMGNI
ELSRYTRPTPVQKYAIPIIKGKRDLMACAQTGSGKTAAFLLPVLSQIYTEGPGDALQAIKNS
GQENGRYGRRKQFPIALVLAPTRELALQIYDEARKFAYRSRVRPCVVYGGADIGQQIREL
ERGCHLLVATPGRLVDMMERGKIGLDYCNYLVLDEADRMLDMGFEPQIRRIVEQDTMPP
KGIRQTMMFSATFPKEIQILARDFLE-
DYIFLAVGRVGSTSENITQKVVWVEEVDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYREGYACTSIHGDRSQRDREEALHQFRSGRCPILVATAVAA
RG

>XP_005168849.1 Danio_rerio
DWSKPLPPNERLEHELFSGSNTGINFEKYDDIPVEATGHNGPQPIDRFHDLEMGEIIMGNI
NLSRYTRPTPVQKHAIPIIKSKRDLMACAQTGSGKTAAFLLPVLSQIYTDGPGEALQAAKN
SAQENGKYGRRKQYPISLVLAPTRELALQIYDEARKFSYRSHVRPCVVYGGADIGQQIRD
LERGCHLLVATPGRLVDMMERGKIGLDYCNYLVLDEADRMLDMGFEPQIRRIVEQDTMP
PKGLRQTMMFSATFPKEIQILARDFLE-
DYIFLAVGRVGSTSENITQKVVWVEENDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYREGYACTSIHGDRSQRDREEALHQFRSGRCPILVATAVAA
RG

>XP_007426566.1_Python_bivittatus
DWSKPLPPSERMEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKYAIPIIKDKRDLMACAQTGSGKTAAFLLPILSQIYTDGPGDAMRAMK---

ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPLKG
ARQTMMFSATFPKEIQMLARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADSLEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGRSPILVATAVAA
RG

>XP_015273966.1_Gekko_japonicus
DWSKPCAPSERMEQELFSGGNTGINFEKYDDIPVEATGSNCPPHIESFSDVDMGEIIMGN
IDLTRYTRPTPVQKYAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYTDGPGDALRAMK---

ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQMLARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEESDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGRSPILVATAVAA
RG

>XP_014466688.1_Alligator_mississippiensis



DWSKPLAPSERLEQELFSGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKHAIPIIKEKRDLMACAQTGSGKTAAFLLPILSQIYTDGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFSYRSRVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEQDTMPPKG
VRQTMMFSATFPKEIQMLARDFLD-
EYIFLAVGRVGSTSENITQKVVWVEEMDKRSFLLDLLNATGKDS--
LTLVFVETKKGADALEDFLYHEGYACTSIHGDRSQRDREEALHQFRSGRSPILVATAVAA
RG

>XP_013929400.1_Thamnophis_sirtalis
DWSKPLAPSERMEQELFAGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKYAIPIIKDKRDLMACAQTGSGKTAAFLLPILSQIYTDGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEKDTMPPKG
VRQTMMFSATFPKEIQMLARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEDLDKRSFLLDLLNATGKES--
LTLVFVETKKGADSLEDFLYNEGYACTSIHGDRCQRDREEALHQFRSGRSPILVATAVAA
RG

>XP_008105613.1_Anolis_carolinensis
DWSKPLPPSERVEQELFAGGNTGINFEKYDDIPVEATGNNCPPHIESFSDVDMGEIIMGNI
ELTRYTRPTPVQKYAIPIIKDKRDLMACAQTGSGKTAAFLLPILSQIYTDGPGDALRAMK----
ENGRYGRRKQYPISLVLAPTRELAVQIYEEARKFAYRSKVRPCVVYGGADIGQQIRDLER
GCHLLVATPGRLVDMMERGKIGLDFCKYLVLDEADRMLDMGFEPQIRRIVEKDTMPPKG
VRQTMMFSATFPKEIQMLARDFLE-
EYIFLAVGRVGSTSENITQKVVWVEDSDKRSFLLDLLDATGKDS--
LTLVFVETKKGADSLEDFLFREGYACTSIHGDRSQRDREEALHQFRSGRSPILVATAVAA
RG

>XP_013921907.1_Thamnophis_sirtalis
KVTYVPPPPPDDENSIFAHYQTGINFDKYDNILVEVSGLDPPPAIMNFEEAGLCETLIKNID
KVGYFKLTPVQKYSIPIVLAGRDLMACAQTGSGKTAAFLIPILAHMMRDG-------------
VTASQFKVEQEPECIIVAPTRELINQIFLESRKFSYGTCVRPVVIYGGIQMSHTIHQIKQGCN
ILCATPGRLLDIIGRQKIGLSKLKYLVLDEADRMLDMGFGPDIKKLISSPGMPSKDNRQTLM
FSATFPDEIQRLAGEFLKTDYLFVVVGQVGGACSDVQQTILQVKQYDKKEKLVEILNEIGN
\em-
RTMVFVETKKKADFFATLLCQENISTTSIHGDREQREREEALHYFRTGRCPVLVATSVAA
RG

>AIG59993.1 Podarcis_sicula
KVTYIPPPPPEEEEAIFAHYQTGINFDKYDNILVEVSGHDPPPAILTFEEANLCPTLMKNIAR
TGYLKLTPVQKYSIPIIMAGRDLMACAQTGSGKTAAFLIPILAHMMRDG-------------
VTATQFEQQQQPECIIVAPTRELINQ

>XP_007421406.1_Python_bivittatus
KVTYVPPPPPDGEDAIFAHYQTGINFDKYDNILVEVSGLDPPPAILNFEEADLCQTLIKNIAR
AGYFKLTPVQKYSIPVVLAGRDLMACAQTGSGKTAAFLIPILAHMMQDG-------------
VTCSQFKEQQEPECIIAPTRELINQIFLESRKFSYGTCIRPVVIYGGIQMGHTINQIMQGCNI
LCATPGRLLDIIGREKIGLSKLKYLVLDEADRMLDMGFGPDVKKLISSPGMPSKDKRQTLM
FSATFPDEIQRLAGEFLKTEYLFVVVGQVGGACSDVQQTILQVTQYDKRDKLVEILNDIGD
K---
RTMVFVETKKKADFFATFLCQENIATTSIHGDREQREREEALRYFRSGKCPVLVATSVAA
RG

>XP_015278700.1_Gekko_japonicus



KVTYVPPPPPDSEDAIFAHYQTGINFDKYDNILVEVSGRDCPAAILTFEEAGLCQTLMKNIA
KAGYSKLTPVQKHSIPIVLAERDLMACAQTGSGKTAAFLIPILAQMMRDG-------------

ISATQFKEQQEPECIIVAPTRELVNQIFLESRKFAYGTCIRPVVVYGGTQTIHSIRQVMQGC
NILCATPGRLLDIIGREKIGLSNVRYLVLDEADRMLDMGFGTEMN
ATFPEEIQRLAGEFLKMDYLFVVVGQVGGACSDVQQTIVHVSQYDKRDKLVDILNSIGDK-

RTMVFVETKKKADFFATLLCQENIKTTSIHGDREQREREEALHDFRSGKCPVLVATSVAA
RG

>XP_008101058.2_Anolis_carolinensis
KVTYIPPPPPDAESAIFARYQTGINFDKYDNILVEVSGLDPPSAILTFDEANLCQILMENIAR
AGYFKLTPVQKHSIPIVLAGRDLMACAQTGSGKTAAFLIPILAHMLRDG-------------
ITATHFKEQQEPECIIVAPTRELINQIFLESRKFSYGTCVRPVVIYGGIQMGHTIHQIMQGCN
ILCATPGRLLDIINRGKIGLTKLKYLVLDEADRMLDMGFGPDMKKLISSPGMPSKDQRQTL
MFSATFPEEIQRLAGEFLKVDYLFVVVGQVGGACSDVEQTILQVNQYDKREKLLEILNAIG
KE---
RTMVFVETKKKADFIATFLCQEYIPTTSIHGDREQREREEALQCFRSGKCPVLVATSVAAR
G

>XP_014449539.1_Alligator_mississippiensis
KVTYMPPPPPDNEEAIFAHYQTGINFDKYDTILVKVSGLDPPPAILTFEEANLCQTLNKNIA
KAGYSKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPILAHMMNDG-------------
IAASHFKEQQEPECIIVAPTRELINQIFLEARKFAYGTCIRPVVIYGGTQTVHSIRQIMQGCNI
LCATPGRLMDMINKEKVGLRKVKYLVLDEADRMLDMGFGPEMKKLVSYPGMPPKDKRQ
TLMFSATFPEGIQRLAGEFLKTEYLFVVVGQVGGACSDVQQSILQVDQYSKREKLIDILLSI
GKE---
RTMVFVETKKKADFIATFLCQEKIATTSIHGDREQREREEALRDFRSGKCPVLVATSVAAR
G

>KFZ54820.1_Podiceps_cristatus
KVTYVPPPPPDDEQAIFARYQTGINFDKYDENVVEVSGLDPPAPLLAFEDANLCQTLNMNI
AKAGYSKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPVVAHMMRDG-------------
VTATRFKEQQEPECIIVAPTRELINQIFLEARKFVYGTCIRPVVIYGGTQTGHSIRQVMQGC
NILCATPGRLLDIIGREKIDLHNVKYLVLDEADRMLDMGFGLNMKKLISYPSMPPKDRRQT
LMFSATFPEEVQRLAGEFLKTDYLFVVVGHVGGACSDVQQNILQVPQYSKRDKLIEILQSI
GNE---
RTMVFVDKKKKADYIAAFLCQENIPATSIHGDREQREREVALQDFRSGKCPVLVATSVAA
RG

>KFP10640.1_Egretta_garzetta
KVTYVPPPPPDNEEAIFARYQTGINFDKYDENVVEVSGLDPPAPLLSFEEANLCQTLNMNI
AKAGYSKLTPVQKYSIPTVLAGRDLMACAQTGSGKTAAFLLPIVAHMMRDG-------------
VTASRFKEQQEPECIIVAPTRELINQIFLEARKFVYGTCIRPVVIYGGTQTGHSIRQVMQGC
NILCATPGRLLDIIGKEKIGLHNVKYLVLDEADRMLDMGFGLDMKKLISYPSMPPKDKRQT
LMFSATFPEEVQRLAGEFLKTDYLFVVVGHVGGACSDVQQNILQVPQYSKRDKLIEILQSI
GHE---
RTMVFVDKKKKADYIAAFLCQEKIPATSIHGDREQREREVALQDFRSGRCPVLVATSVAA
RG

>KFV83500.1_Struthio_camelus_australis
KVTYVPPPPPDDEETIFAHYQTGINFDKYDQNVVEVSGLDPPPAILTFEEANLCQTLNKNIA
KAGYSKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPIVAHMMRDG-------------
ITASCFKEQQEPECIIVAPTRELINQIFLEARKFAYGTCIRPVVIYGGTQTGHSIRQVMQGC
NILCATPGRLMDIIGKEKIGLHKVKYLVLDEADRMLDMGFGPEMKKLISYPGMPSKDRRQT
LMFSATFPEEVQRLAGEFLKTEYLFVVVGHVGGACSDVQQSILQVAQYSKREKLLEILQSI
GCE---



RAMVFVDTKKKTDFIAAFLCQEKIPATSIHGAREQREREVALRDFRSGKCPVLVATSVAAR
G

>NP_990039.2_Gallus_gallus
KVTYVPPPPPEDEQSIFACYQSGINFDKYDECAVEMSGLDPPAPLLAFEEANFAQTLRKNI
SKTGYSKLTPVQKHSIPVIQAGRDLMSCAQTGSGKTAAFLLPIVDRMMKDG-------------
VTASAFQKQQEPQCIIVAPTRELINQIFLEARKFVYGTCIRPVVIYGGTQTGHSIRQIMQGC
NILCATPGRLLDIIEKGKISLVEVKYLVLDEADRMLDMGFGLDMKKLISYPEMPSKDRRQTL
MFSATFPEEVQRLAGEFLKTDYIFLVIGNTCGACSDVQQNILQVPRLSKRDKLIEILQSTGG
E---
RTMVFVDTKKKADYLAAFLCQENLPSTSIHGDREQREREIALRDFRSGKCQILVATSVASR
G

>EMC86293.1_Columba_livia
KVTYVPPPPPEDEQAIFARYQTGINFDKYDDNVVEVSGLDPPAPILAFEDANLCHTLNKNI
AKAGYSKLTPVQKYSIPVILAGRDLMACAHTGSGKTAAFLLPIVAHMMRDG-------------
VTATSFKEQQEPECIIVAPTRELINQIFLEARKFVYGTCIRPVVIYGGTQTGHSIRQVMQGC
NILCATPGRLLDIIGREKIALHNVKYLVLDEADRMLDMGFGSDMKKLISYPSMPPKDQRQT
LMFSATFPGEVQRLAREFLKTDYLFVVVGHVGGACSDVQQIVLQVPQYSKRDKLIEILQST
GQE---
RTMVFVDKKKKADYIAAFLCQEKIVATSIHGDREQREREVALQDFRSGRCPVLVATSVAA
RG

>XP_008063984.1_Carlito_syrichta
KVTYIPPPPPEDEDSIFAHYQTGINFDKYDTILVEVSGQDPPPAILTFEEANLCQTLNKNIAK
AGYTKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPILAHMMRDG-------------
ITASRFKELQEPECIVAPTRELINQIYLEARKFSFGTCVRAVVLYGGTQLGYSIRQIVQGCN
ILCATPGRLMDIIGKEKIGLSKVKYLVLDEADRMLDMGFGPEMKKLIYCPGMPSKEQRQTL
MFSATFPEEIQRLAAEFLKLNYLFVAVGQVGGACRDVQQTVVQVGQYSKREKLVDILRNT
GDE---
RTMVFVETKKKADFIATFLCQEKISTTSIHGDREQKEREQALGDFRCGKCPVLVATSVAAR
G

>XP_006517587.1_Mus_musculus
KVTYIPPPPPEDEDSIFAHYQTGINFDKYDTILVEVSGHDAPPAILTFEEANLCQTLNNNIAK
AGYTKLTPVQKYSIPIVLAGRDLMACAQTGSGKTAAFLLPILAHMMRDG-------------
ITASRFKELQEPECIIVAPTRELINQIYLEARKFSFGTCVRAVVIYGGTQFGHSVRQIVQGC
NILCATPGRLMDIIGKEKIGLKQVKYLVLDEADRMLDMGFGPEMKKLISCPGMPSKEQRQ
TLLFSATFPEEIQRLAGDFLKSSYLFVAVGQVGGACRDVQQTILQVGQYSKREKLVEILRN
IGDE---
RTMVFVETKKKADFIATFLCQEKISTTSIHGDREQREREQALGDFRCGKCPVLVATSVAA
RG

>XP_005604321.1_Equus_caballus
KVTYIPPPPPEDEDSIFAHYQTGINFDKYDNILVEVSGHDAPPAILTFEEANLCQTLNNNIAK
AGYTKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPILAHMMRDG-------------
ITASRFKELQEPECIIVAPTRELINQIYLEARKFSFGTCVRAVVIYGGTQLGHSIRQIVQGCNI
LCATPGRLMDIISKEKIGLRQVKYLVLDEADRMLDMGFGPEMKKLISCPGMPSKEQRQTL
MFSATFPEEIQKLAGEFLKSKYLFVAVGQVGGACRDVQQTILQVGQYSKREKLVEILRNIG
DE---
RTMVFVETKKKADFIATFLCQEKISTTSIHGDREQREREQALGDFRCGKCPVLVATSVAA
RG

>ELLR62504.1_Bos_mutus
KVTYIPPPPPEDEDSIFAHYQTGINFDKYDTILVEVSGHDPPPAILTFEEANLCQTLNNNIAK
AGYTKLTPVQKYSIPIIQGGRDLMACAQTGSGKTAAFLLPILAHMMRDG-------------
ITASRFKELQEPECIIVAPTRELINQIYLEARKFSFGTCVRAVVTYGGTQLGHSIRQIVQGCN



ILCATPGRLMDVIGKEKIGLRQVKYLVLDEADRMLDMGFGPEMKKLISCPG-------------
ATFPEEIQRLAGEFLKSNYLFVAVGQVGGACRDVQQTILQVGQYSKREKLVEILRNIGDE--

RTMVFVETKKKADFIATFLCQEKISTTSIHGDREQREREQALGDFRCGKCPVLVATSVAA
RG

>XP_011541799.1_Homo_sapiens
KVTYIPPPPPEDEDSIFAHYQTGINFDKYDTILVEVSGHDAPPAILTFEEANLCQTLNNNIAK
AGYTKLTPVQKYSIPIILAGRDLMACAQTGSGKTAAFLLPILAHMMHDG-------------
ITASRFKELQEPECIIVAPTRELVNQIYLEARKFSFGTCVRAVVIYGGTQLGHSIRQIVQGC
NILCATPGRLMDIIGKEKIGLKQIKYLVLDEADRMLDMGFGPEMKKLISCPGMPSKEQRQT
LMFSATFPEEIQRLAAEFLKSNYLFVAVGQVGGACRDVQQTVLQVGQFSKREKLVEILRNI
GDE---
RTMVFVETKKKADFIATFLCQEKISTTSIHGDREQREREQALGDFRFGKCPVLVATSVAAR
G

>BAJ04860.1_Cynops_pyrrhogaster
RMTYVPPPPPETEDGIFAHYQTGINFDKYDDILTDVSGINPPPAILTFEEANLPETLNKNISK
AGYAKLTPVQKHSIPIVLAKRDLMACAQTGSGKTAAFLLPILAHMMQDG-------------
VAPHSLD-
LQEPEAIIVAPTRELINQIFLDARKFAYGTCIKPVVVYGGTQTFHSLRQIYQGCNILCATPGR
LLDIIRREKIGLAKLRYLVLDEADRMLDMGFGPDMKILITSPGMPSKEERQTLMFSATFPER
IQSLAKEFLKSDYLFVVVGQVGGACSDVEQIIIPVGQHGKKDKLVEILQGLGTE---
RTMVFVKTKKKADYLTTLLCQENVLATSIHGDRLQKEREEALADFRFGKCNVLVATNVAA
RG

>ACL68521.1_Pleurodeles_waltl
RVTYVPPPPPDTEDGIFAHYQTGINFDKYDDILTDVSGINPPPAILTFEEANLPETLTRNISK
AGYVKLTPVQKYSIPIVLAKRDLMACAQTGSGKTAAFLLPILAHMMRDG-------------
VAPHSLD-
LQEPEAIIVAPTRELINQIFLDARKFAYGTCIKPVVVYGGTQTFHSLRQIYQGCNILCATPGR
LIDIIKREKIGLTKLRYLVLDEADRMLDMGFGPDMKVLVNSPGMPSKEDRQTLMFSATFPE
RIQSLAKEFLKSDYLFVVVGQVGGACSDVEQIIIPVGQHGKKDKLVEILQGLGIE---
RTMVFVKTKKRA----=-=--=----- SIHGDRLQKEREEALADFRFGKCNVLVATNVAARG
>XP_018418178.1_Nanorana_parkeri
KVTYIPPPPPEEEADIFKHYQSGINFDKYDDIVVDVSGSDAPPAILTFEEASLPGTLTKNVE
KAGYVKLTPIQKHSIPIILASRDLMACAQTGSGKTAAFLLPILAHMMVKG-------------
VESSSFQLLKEPEAIIIAPTRELINQIYLDARKFAYGTCIRPVVIYGGTQTGHSLRQISQGCNI
LCATPGRLLDIIKKEKIGLSKIRFLVLDEADRMLDMGFKEDIETLLHSPGMPSTENRQTLMF
SATFPTQIQRLAREILKPDYLFVVVGQVGGACSDVEQQVIEVEEYGKKDKLMEILQEIGHE-

RTMVFVKTKKKADFIAAFLCQEKVPSTSIHGDREQREREIALNDFRTGQCPVIVATSVAAR
G

>XP_018089188.1_Xenopus_laevis
KVTYIPPPPPDGEDNIFRQYQSGINFDKYDEILVDVTGKDVPPAILTFEEANLCETLRRNVA
RAGYVKLTPVQKHSIPIIMAGRDLMACAQTGSGKTAAFLLPILSYMMNEG-------------
ITASQYLQLQEPEAIIIAPTRELINQIYLDARKFSYGTCVRPVVVYGGIQPVHAMRDVEKGC
NILCATPGRLLDIVSKEKIGLSKLRYLVLDEADRMLDMGFAPEIEKLMTKPGMPTKEKRQT
LMFSATYPEEIRRLASNYLKSEHLFVVVGLVGGACSDVAQTVLEMRENGKMEKLLEILKS
SEKE---
RTMIFVNTKKKADFIAGYLCQEKFSSTSIHGDREQYQRESALWDFRTGKCTVIVCTAVAA
RG

>XP_012818309.1_Xenopus_tropicalis



KVIYVPLPPSDSEDDIFRHYQSGINFDKYDEILVDVTGKDVPPAILTFEEANFCETLSRNVT
KAGYVKLTPVQKHSIPIILAGRDLMACAQTGSGKTAAFLLPILSHMMNEG-------------
ITASQFLPLQEPQAIIIAPTRELINQIYLDARKFSYGTCVRPVVVYGGIHPVHAMRDVERGC
NILCATPGRLMDIIGREKIGLSKLKYLVLDEADRMLDMGFAPVMENLIGSPGMPAKEERQT
LMFSATYPAEIQRLASKFLKSDHLFVVVGLVGGACSDVEQTILEIQEYRKRDKLVEILQSSG
NE---
RTMIFVNTKKKADVIAGYLCQEHFPTTSIHGDREQCQREEAIRDFRSGKCPVIVCTAVAAR
G

>XP_011617083.1_Takifugu_rubripes
KVTYIPPTLPEDEESIFAHYETGINFDKYDDIMVEVSGVTPPQAISTFDDAELCESLRKSISK
SGYIKPTPVQKHGIPIICAGRDLMACAQTGSGKTAAFLLPILQKLMADG-------------
VAASSFSEIQEPEAVIVAPTRELIGQIFLEARKFSFG

>AAI29276.1_Danio_rerio
KVVYVPPPPPEEESSIFSHYATGINFDKYDDILVDVSGSNPPKAIMTFEEAGLCDSLSKNV
SKSGYVKPTPVQKHGIPIISAGRDLMACAQTGSGKTAAFLLPILQRFMTDG-------------
VAASKFSEIQEPEAIIVAPTRELINQIYLEARKFAYGTCVRPVVVYGGINTGYTIREVLKGCN
VLCATPGRLHDLIGRGKIGLSKVRYLVLDEADRMLDMGFEPEMRKLVASPGMPSKEERQ
TLMFSATYPEDIQRMAADFLKVDYIFLAVGVVGGACSDVEQTIVQVDQYSKRDQLLELLR
ATGNE---
RTMVFVETKRSADFIATFLCQEKISTTSIHGDREQREREKALSDFRLGQCPVLVATSVAAR
G

>BAL43034.1_Oreochromis_niloticus
RVTYIPPPPSEDEESIFSHYESGVNFDKYDEILVDVSGTNPPPAIMTFDEAALCESLKRNV
SKSGYVKPTPVQKHGIPIISAGRDLMACAQTGSGKTAAFLLPILQQLMADG-------------
AAASCFSEMQEPDAIIVAPTRELINQIYLEARKFAYGTCVRPVVVYGGVSTGHQIRDLSRG
CNVLCGTPGRLLDMIGRGKVGLTKVRYLVLDEADRMLDMGFEPDMRRLVGSPGMPSKE
NRQTLMFSATFPEDIQRLAADFLKTDYLFLAVGIVGGACSDVEQTFVQVTKFAKREQLIDL
LKSTGSE---
RTMVFVETKRQADFIATILCQEKFPTTSIHGDREQWQREQALGDFRSGKCSVLVATSVGA
RG

>XP_013770090.1_Pundamilia_nyererei
RVTYVPPPPSEDEESIFSHYESGVNFDKYDEILVDVSGTNPPPAIMTFDEAALCESLKRNV
SKSGYVKPTPVQKHGIPIVSAGRDLMACAQTGSGKTAAFLLPILQQLMADG-------------
AAASCFSETQEPEAIIVAPTRELINQIYLEARKFAYGTCVRPVVVYGGVSTGHQIRDLSRG
CNVLCGTPGRLLDMIGRGKVGLTKVRYLVLDEADRMLDMGFEPDMRRLVGSPGMPSKE
NRQTLMFSATFPEDIQRLAADFLKTDYLFLAVGIVGGACSDVEQTFVQVTKFAKRDQLLDL
LKSTGSA---
RTMVFVETKRQADFIAVILCQEKFPTTSIHGDREQWQREQALGDFRSGKCPVLVATSVGA
RG

>XP_004564155.1_Maylandia_zebra
RVTYVPPPPSEDEESIFSHYESGVNFDKYDEILVDVSGTNPPPAIMTFDEAALCESLKRNV
SKSGYVKPTPVQKHGIPIVSAGRDLMACAQTGSGKTAAFLLPILQQLMADG-------------
AAASCFSETQEPEAIIVAPTRELINQIYLEARKFAYGTCVRPVVVYGGVSTGHQIRDLSRG
CNVLCGTPGRLLDMIGRGKVGLTKVRYLVLDEADRMLDMGFEPDMRRLVGSPGMPSKE
NRQTLMFSATFPEDIQRLAADFLKTDYLFLAVGIVGGACSDVEQTFVQVTKFAKRDQLLDL
LKSTGSA---
RTMVFVETKRQADFIAVILCQEKFPTTSIHGDREQWQREQALGDFRSGKCPVLVATSVGA
RG

>XP_005736327.1_Pundamilia_nyererei



DELPKFQKNFYQEHPDVTRRPLQEVEQYRRSKEVTVKGRDCPKPIVKFHEAAFPSYVIDV
IVKQNWTEPTPIQSQGWPVALSGKDMVGIAQTGSGKTLAYLLPAIVHIQHQP-------------—---
FLEHGDGPICLVLAPTRELAQQVQQVAAEYGRASRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYVQINIGALQLSANHNILQIVDVCNDLEKEDKLIR
LLEEIMSEKENKTIIFVETKRRCDELTRRMRRDGWPAMGIHGDKSQQERDWVLNEFRYG
KAPILIATDVASRG

>XP_004539285.1_Maylandia_zebra
DELPKFQKNFYQEHPDVTRRPLQEVEQYRRSKEVTVKGRDCPKPIVKFHEAAFPSYVMD
VIVKQNWTEPTPIQSQGWPVALSGKDMVGIAQTGSGKTLAYLLPAIVHIQHQP---------------

FLEHGDGPICLVLAPTRELAQQVQQVAAEYGRASRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYVQINIGALQLSANHNILQIVDVCNDLEKEDKLIR
LLEEIMSEKENKTIIFVETKRRCDELTRRMRRDGWPAMGIHGDKSQQERDWVLNEFRYG
KAPILIATDVASRG

>XP_003448018.1_Oreochromis_niloticus
DELPKFQKNFYQEHPDVTRRPLQEVEQYRRSKEVTVKGRDCPKPIVKFHEAAFPSYVMD
VIVKQNWTEPTPIQSQGWPVALSGKDMVGIAQTGSGKTLAYLLPAIVHIQHQP---------------

FLEHGDGPICLVLAPTRELAQQVQQVAAEYGRASRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYVQINIGALQLSANHNILQIVDVCNDLEKEDKLIR
LLEEIMSEKENKTIIFVETKRRCDELTRRMRRDGWPAMGIHGDKSQQERDWVLNEFRYG
KAPILIATDVASRG

>XP_011616194.1_Takifugu_rubripes
SELPKFQKNFYQEHPDTSRRPPQEIEQYRRSKEVTVKGRDCPKPILKFHEAAFPSYVMEV
ISKQNWTDPTPIQSQGWPVALGGKDMVGIAQTGSGKTLAYLLPAIVHIQHQP-----------------
FLEHGDGPICLVLAPTRELAQQVQQVAAEYGRASRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYVQINIGALQLSANHNILQIVDVCSDMEKEDKLIR
LLEEIMSEKENKTIIFVETKRRCDELTRRMRRDGWPAMGIHGDKSQQERDWVLNEFRYG
KAPILIATDVASRG

>NP_001296454.1_Danio_rerio
DELPKFEKNFYQENPDVARRSAQEVEHYRRSKEITVKGRDGPKPIVKFHEANFPKYVMD
VITKQNWTDPTPIQAQGWPVALSGKDMVGIAQTGSGKTLSYLLPAIVHINHQP---------------
FLEHGDGPICLVLAPTRELAQQVQQVAAEYGKASRIKSTCIYGGAPKGPQIRDLERGVEIC
IATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYIQINVGALQLSANHNILQIVDVCNDGEKEDKLIR
LLEEIMSEKENKTIIFVETKRRCDDLTRRMRRDGWPAMGIHGDKNQQERDWVLNEFKYG
KAPILIATDVASRG

>NP_989229.1 Xenopus_tropicalis
DELPKFEKNFYQEHPDVVRRTPQECDQYRRSKEITVRGLNCPKPVLQFHEASFPANLME
VVKRQNFTDPTPIQGQGWPVALSGLDMVGVAMTGSGKTLSYLLPGIVHINHQP-------------
FLQRGDGPILLVLAPTRELAQQVQQVAAEYGRACRLRSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLNRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLRDYVHINIGALELSANHNILQIVDVCNDGEKDEKLV
RLMEEIMSEKENKTIVFVETKRRCDDLTRRLRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKSPILIATDVASRG



>AAH82849.1 Xenopus_laevis
DELPKFEKNFYQEHPDVVRRTPQECDQYRRSKEITVRGINCPKPILNFNEASFPANVMEAI
KRQNFTEPTPIQGQGWPVALSGLDMVGVAMTGSGKTLSYLLPGIVHINHQP---------=-------
FLQRGDGPILLVLAPTRELAQQVQQVAAEYGRACRLRSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLNRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLRDYVHINIGALELSANHNILQIVDVCNDGEKDDKLV
RLMEEIMSEKENKTIVFVETKRRCDDLTRRLRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKSPILIATDVASRG

>XP_018424781.1_Nanorana_parkeri
DMLPKFEKNFFQELPDAARRTPQEIEQYRRSKEITVRGFNCPKPMFQFHEASFPDNLMG
VIRHQNFTEPTPIQSQGWPVALSGLDMVGVAMTGSGKTLSYLLPGIVHINHQP---------------

FLQRGDGPILLVLAPTRELAQQVQQVAAEYGRACRLRSTCIYGGAPKGPQLRDLERGVEI
CIATPGRLIDFLEAGKTNLDRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYVHINIGALELSANHNILQIVDVCNDGEKDDKLV
RLMEEIMSEKENKTIVFVETKRRCDDLTRKLRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKSPILIATDVASRG

>XP_015279200.1_Gekko_japonicus
DELPKFEKNFYQEHPDVARRAMQEIEQYRASKEITVKGHNCPKPVMNFYEANFPANVME
VVQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP--------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYGRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVEQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_015135357.1_Gallus_gallus
DELPKFEKNFYQEHPDVVRRTAQEVEQYRSSKEVTVRGHNCPKPIINFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYSRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_014928116.1_Acinonyx_jubatus
DELPKFEKNFYQEHPDLARRTAQEVETYRRSKEITVRGHNCPKPVLNFYEANFPANVMD
VIARQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYCRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRTTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYIHINIGALELSANHNILQIVDVCHDVEKDEKLIRL
MEEIMSEKENKTIVFVETKRRCDELTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKHG
KAPILIATDVASRG

>XP_013922488.1_Thamnophis_sirtalis
DELPKFEKNFYQEHPDVARRAMQEIEQYRASKEITVKGHNCPKPVMNFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYGRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVEQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR



LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_009634343.1_Egretta_garzetta
DELPKFEKNFYQEHPDVVRRTVQEVEQYRSSKEVTVRGHNCPKPIINFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYSRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_007431409.1_Python_bivittatus
DELPKFEKNFYQEHPDVARRAMQEIEQYRASKEITVKGHNCPKPVMNFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYGRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVEQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_005508068.1_Columba_livia
DELPKFEKNFYQEHPDVARRTVQEVEQYRASKEVTVRGHNCPKPIINFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYSRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_003224489.1_Anolis_carolinensis
DELPKFEKNFYQEHPDVARRPMQEIEQYRGSKEITVKGHNCPKPVMNFYEANFPANVME
VIQRQNFTDPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYGRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>XP_001495197.2 _Equus_caballus
DELPKFEKNFYQEHPDLARRTAQEVETYRRSKEITVRGHNCPKPVLNFYEANFPANVMD
VIARQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYCRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRTTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYIHINIGALELSANHNILQIVDVCHDVEKDEKLIRL
MEEIMSEKENKTIVFVETKRRCDELTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKHG
KAPILIATDVASRG

>KFV83443.1_Struthio_camelus_australis
DELPKFEKNFYQEHPDVVRRTAQEVEQYRASKEITVKGHTCPKPLINFYEANFPANVMEV
IQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP-----------------
FLERGDGPICLVLAPTRELAQQVQQVAAEYSRACRLKSTCIYGGAPKGPQIRDLERGVEI



CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG

>ELR62224.1_Bos_mutus
DELPKFEKNFYQEHPDLARRTAQEVETYRRSKEITVRGHNCPKPVLNFYEANFPANVMD
VIARQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYCRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRTTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYIHINIGALELSANHNILQIVDVCHDVEKDEKLIRL
MEEIMSEKENKTIVFVETKRRCDELTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKHG
KAPILIATDVASRG

>BAG70196.1_Homo_sapiens
DELPKFEKNFYQEHPDLARRTAQEVETYRRSKEITVRGHNCPKPVLNFYEANFPANVMD
VIARQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYCRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRTTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYIHINIGALELSANHNILQIVDVCHDVEKDEKLIRL
MEEIMSEKENKTIVFVETKRRCDELTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKHG
KAPILIATDVASRG

>AAH86320.1 _Mus_musculus
DELPKFEKNFYQEHPDLARRTAQEVDTYRRSKEITVRGHNCPKPVLNFYEANFPANVMD
VIARQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYCRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLECGKTNLRRTTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKDYIHINIGALELSANHNILQIVDVCHDVEKDEKLIRL
MEEIMSEKENKTIVFVETKRRCDELTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKHG
KAPILIATDVASRG

>XP_012983770.1_Melopsittacus_undulatus
DELPKFEKNFYQEHPDVVRRTVQEVEQYRASKEVTVRGHNCPKPIINFYEANFPANVME
VIQRQNFTEPTAIQAQGWPVALSGLDMVGVAQTGSGKTLSYLLPAIVHINHQP---------------

FLERGDGPICLVLAPTRELAQQVQQVAAEYSRACRLKSTCIYGGAPKGPQIRDLERGVEI
CIATPGRLIDFLEAGKTNLRRCTYLVLDEADRMLDMGFEPQIRKIVDQIR----
PDRQTLMWSATWPKEVRQLAEDFLKEYVHINIGALELSANHNILQIVDVCHDVEKDDKLIR
LMEEIMSEKENKTIVFVETKRRCDDLTRKMRRDGWPAMGIHGDKSQQERDWVLNEFKH
GKAPILIATDVASRG



