FRUCTOSE AND MANNOSE METABOLISM

L-Sorbose
1.19921 ||| 1.1.1.289
1 a-D-Glucose ? D-Allose
Galactose . .
metabolism Dii l 1.1.121 _’.2 D-Sorbitol - 1.1.2.2 2.7.1.55
1.1.3.41—J 111100 D-Mannitol-1P
53.1.5 1.1.1.141f 1.1.1.15 1103 D-Mannitol 2.7.1.197 L
% > \ 4 Y, D-Fructose-2,6P2 b
e = 3.1.3.- O+ 3.1.3.54 O \ 4
| D-Fructose Y D-Fructose-2P A [11117] O D-Allulose-6P
| 3.2.1.80 —O Fructan 3.1.3.46
D-Fructose-6P
Amino sugar and D-Mannose ¥ 27.1.191 D-Mannose-6P ~ P-v a / .
nucleotide sugar > 2.7.1.1 > 53.1.8 = Glycolysis
metabolism 4 — A N )
2.7.1.7 Amino sugar and
’sz nucleotide sugar metabolism 11.1.140
ADP-mannose *D-Mannose-lP I GDP v _
3.2.1.78](3.2.1.77[[ 321137 O—3.6.121»O« N & D-mannuronate 755351 ADimer D-Sorbitol-6P
2.4133—»0—5.1.3.37 O O
O%— 2.4.1- 2.7.7.13[2.7.7.22]13.6.1.21 x Mannuronan Alginate [ 4.2.2.11 31511 27.111 l'r"
Mannan l 1.1.1.132 Mannosyl-
Y y J 3-phosphoglycerate 2.7.1.90 2.7.1.198 ? L-Sorbose-1P
O 241~ . q 241217 | #0— 3.1.3.70} -0 Mannosyl-
| 4-p-Mannan LGDP-D-mannose gly S -
Ascorbate and aldarate _,,.l 24.1.269 D-Sorbitol [ =2
metabolism | 4.2.1.47
v GDP-4-0x0-6-deoxy- Y L-SS))rbose
N-G ¥ D-mannose ‘_?1
-ulycan < 1.1.1.135 —»O
biosynthesis D-Fructose-1,6P,
GDP-6-deoxy-D-talose
1.1.1.271
4.1.2.13
*GDP-L-fucose LLLIS O Yai dehvde 3P
1.1.1.281 GDP-D-rhamnose : yorrs feyaes
Glycolysis _?ﬁ
2.7.7.30
\_ L-Fucose
—— 2.7.1.52 O 53.1.1
L-Fucose-1P
5.3.1.25
Y L-Fuculose-1P Glycerone-P ¥
L-Fuculose O 2.7.1.51 »O 4.1.2.17 S A 2.7.128] ]2.7.1.56
A 1.1.1.122 11264 -
8 g L-Lactate
1.1.1.435 ™ 3.1.1.120—»O—1 4.2.1.68—» 1.1.1.434— 3.7.1.26 —D.—-D[g}%ﬂgﬁiﬁeismj
B-L-Fucopyranose L-Fucono- L-Fuconate 2-Dehydro-3-deoxy- 2.4-Diketo-
lactone L-fuconate 3-deoxy-L-fuconate £|r\
L-Rhamno- L-Rhamnono- 1.1.1.401 | 2 D-Glycer-
furanose | ,4-lact0ne L-Rhamnonate " ' a]dehyde
1.1.1.173 > 3.1.1.65—»0— 4.2.1.90—» 4.1.2.53 F? L-Lactaldehyde
2-Dehydro-3-deoxy-
111378 L-rhamnonate
L-Rhamnose
1.1.1.377
53.1.14
Y L-Rhamnulose-1P
O 27.1.5 »O 41.2.19 < 7
L-Rhamnulose
N 2.7.1.3 > 41213 < / )
2.7.1.202 D-Fructose-1P
00051 10/12/23
(c) Kanehisa Laboratories
O
OH
Lac//: HOJY
aAQar4
CHj,
C001386
O
HN |
OH OH Py
L A 07 N
a__0_ ,0-P-0-P-0
HO T T G N 4
’ U]
w ”/,/
HO (‘)H /NH -~ 2,
HO OH
UDP-N-acetyl-glucosam 4/ CHs
Co0043
O
~Y
O O
o_O_ 0-P-0-P-0" 7‘N\n/NH
HO S | ) - O
HO HO Sy
IR HO  OH
H
UDP-gluei}Y7 i
OH
Cco00z9
O
HN |
07N
H HO
9 | A~ O
oA O~ sO-P—0—P—0
H N >
Q O O HO OH
HO” ™ “NH
UDP-N-acetyl-galactosamine HO .
Y-8 07 CHj
C00203
OH
HOW O 40OH
- HO” “OH
myo-InoY1l; i
OH
cCo0137

AMINO SUGAR AND NUCLEOTIDE SUGAR METABOLISM
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“Supporting Figure 1. Non-currency metabolites proximal to PMM2 and perturbed by Lipo-Glc-1,6-P, treatment. KEGG pathway maps for
Fructose and mannose metabolism (hsa00051) and Amino sugar and nucleotide sugar metabolism (hsa00520) are shown; and the
significantly changed metabolites identified in our dataset and associated to first-degree neighbors of the PMM?2 pathways are marked as
rectangles (if associated to neightbors) or circles (if within displayed pathway): lactate (C00186) in blue; UDP-GIcNAc (C00043) in orange;
UDP-glucose (C00029) in purple; UDP-GalNAc (C00203) in yellow; myo-inositol (C00137) in slate. Each pathway is referenced in the other
as filled circle (green for hsa00520 and red for hsa00051) ”’



