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ABSTRACT The gut of babies born vaginally is rapidly colonized by Bifidobacterium
spp. after birth, while in infants born by cesarean section (C-section), the presence of
bifidobacteria drops dramatically, increasing the risk of developing gastrointestinal disor-
ders. Considering that newborns naturally come into contact with maternal lactobacilli
as they pass through the birth canal, the aim of this work is to exploit for the first time
the bifidogenic activity exerted by the cell-free supernatants (CFSs) from lactobacilli of
vaginal origin, belonging to the species Lactobacillus crispatus, Lactobacillus gasseri,
Limosilactobacillus vaginalis, and Lactiplantibacillus plantarum. CFSs were recovered after
7 h, 13 h, and 24 h of fermentation and assessed for the ability to stimulate the plank-
tonic growth and biofilms of Bifidobacterium strains belonging to species widely repre-
sented in the gut tract. A bifidogenic effect was observed for all CFSs; such activity was
maximal for CFSs recovered in exponential phase and was strongly dependent on the
species of lactobacilli. Importantly, no stimulating effects on an intestinal Escherichia coli
strain were observed. CFSs from L. vaginalis BC17 showed the best bifidogenic profile
since they increased bifidobacterial planktonic growth by up to 432% and biofilm for-
mation by up to 289%. The CFS at 7 h from BC17 was successfully formulated with a
hyaluronic acid-based hydrogel aimed at preventing and treating breast sores in lactat-
ing women and exerting bifidogenic activity in infants born mainly by C-section.

IMPORTANCE Bifidobacteria in the gut tract of infants play crucial roles in the
prevention of gastrointestinal diseases and the maturation of the immune system.
Consequently, strategies to trigger a bifidogenic shift in the infant gut are highly desira-
ble. Evidences suggest that the presence of a maternal vaginal microbiota dominated by
health-promoting lactobacilli and the development of a bifidobacterium-enriched gut
microbiota in newborns are interconnected. In this context, we found out that the cell-
free supernatants from lactobacilli of vaginal origin were able to effectively stimulate the
proliferation of Bifidobacterium spp. grown in free-floating and biofilm forms. The cell-free
supernatant from Limosilactobacillus vaginalis BC17 showed excellent bifidogenic behavior,
which was preserved even after its incorporation into a nipple formulation for lactating
women. Lactobacilli derivatives, such as cell-free supernatants, have gained increasing in-
terest by virtue of their safer profile than that of living cells and can be proposed as an
ecosustainable approach to favor gut colonization of infants by bifidobacteria.

KEYWORDS vaginal lactobacilli, prebiotics, bifidobacteria, cell-free supernatant, gut
microbiota, hyaluronic acid gel

The human gut is colonized by more than 1,000 different species of bacteria, which
greatly impact the physiology, immunology, and nutrition of the host (1). Although

the intrauterine environment is commonly considered sterile, immediately after birth
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initial intestinal colonization occurs. The infant gut microbiota is characterized by less
complexity than that of adults, in terms of both the total number of bacteria and the
diversity of microbial taxa (2, 3). However, several factors may influence the establish-
ment of the human intestinal microbiota, including the infant’s genetic signature, the
diet, the intake of probiotics, the use of antibiotics during the perinatal period, as well
as the nature of the delivery process. Recent studies have reported that normal coloni-
zation is most likely to occur when an infant is born full term by vaginal delivery and is
exclusively breastfed during the first 6 months of life (4, 5). In babies born vaginally, the
microorganisms found in the gut are similar to those comprising the maternal vaginal
microbiota, with a prevalence of Lactobacillus spp. and Bifidobacterium spp. (6, 7). However,
no difference in the prevalence or abundance of Lactobacillus between vaginally delivered
and cesarean section (C-section)-delivered babies was observed in another study (8).

Among the members of the genus Bifidobacterium, species such as B. breve, B. bifi-
dum, B. longum subsp. infantis, and B. longum subsp. longum have been associated with
the development of a healthy infant gut microbiota, which is pivotal to preventing the
onset of intestinal infections (9) and promoting the correct maturation of the immune
system (5). On the contrary, in C-section-delivered infants, the main colonizers of the gut
are bacteria present on the skin and in the hospital environment, such as Staphylococcus
spp., Streptococcus spp., and propionibacteria (10), while the presence of bifidobacteria is
dramatically reduced. Although these differences gradually decrease, a bacterial finger-
print remains associated with newborns delivered by C-section until 12 to 24 months of
age, leading to a high risk for developing not only gastrointestinal disorders (i.e., diar-
rhea, irritable bowel syndrome, and colic) (11) but also other conditions such as allergies,
obesity, colorectal cancer, cardiovascular disease, and type 2 diabetes (12, 13). Certainly,
supplementation with bifidobacteria through the intake of probiotic preparations has
positive effects on the infant (10). Another proposed way to increase bifidobacterial lev-
els is the consumption of prebiotics, defined as the substrates that are selectively utilized
by host microorganisms conferring a health benefit (14).

Considering that vaginally delivered newborns come into contact naturally with
maternal lactobacilli as they pass through the birth canal, the aim of this work is to
explore for the first time the bifidogenic activity of vaginal lactobacilli, assuming their
potential use as prebiotics in early childhood. Lactobacilli are the dominant bacteria in
the vaginal cavity of healthy women of reproductive age and play a crucial role in coun-
teracting the onset of vaginosis, inflammatory states, and sexually transmitted infections
(15). Furthermore, they are among the most studied probiotics and, when properly for-
mulated, can be consumed orally to exert a beneficial action in the intestine (16). Thus,
they could represent an intriguing alternative to widely utilized stimulants, consisting
mostly of sugars such as inulin, arabinoxylans, galactooligosaccharides, and fructooligo-
saccharides (17). Recently, derivatives of probiotics, namely, postbiotics, have also gained
interest due to their safer profile and better storage stability than those of living cells
(18). Postbiotics are defined as soluble products or metabolites (e.g., cell-free superna-
tants [CFSs]) secreted by probiotics that are capable of providing physiological benefits
to the target host (19). In the present study, we assessed the ability of the CFSs derived
from 17 lactobacilli of vaginal origin to stimulate the in vitro proliferation of a panel of
Bifidobacterium spp. typically present in the gut microbiota (B. breve, B. bifidum, B. lon-
gum subsp. infantis, B. longum subsp. longum, B. adolescentis, and B. angulatum). The aim
was to identify a promising CFS to be included in a topical formulation for the preven-
tion and treatment of breast sores in lactating women and the promotion of a favorable
intestinal microbiota in the infant. In particular, hyaluronic acid (HA) was selected for the
development of a nipple formulation by virtue of its hydrating and anti-inflammatory
properties and the ability to favor tissue regeneration (20, 21). Here, we demonstrated
that the CFS from Limosilactobacillus vaginalis BC17, when incorporated into a hyaluronic
acid-based hydrogel, preserved its stimulating effect on planktonic cultures and biofilms
of bifidobacteria.
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RESULTS
Lactobacilli CFSs stimulate the planktonic growth of bifidobacteria. The cell-free

supernatants (CFSs) harvested from 17 lactobacilli strains of vaginal origin were assessed
for their effects on the planktonic growth of 11 Bifidobacterium strains. The impact of
CFSs on intestinal Escherichia coli SO107 was also investigated. CFSs were recovered at
three time points, corresponding to the mid-exponential (7 h), late exponential (13 h),
and stationary (24 h) growth phases in order to explore the dependence of the superna-
tant composition and the observed activity. The pH of lactobacilli CFSs was found to be
slightly acidic after 7 h of incubation (pH 4.5 to 5.8), and it decreased as the incubation
time increased (pH 4.1 to 5.4 for CFSs at 13 h and pH 3.7 to 4.5 for CFSs at 24 h).
Considering that the optimum pH for the growth of bifidobacteria is 6.5 to 7.0 (22) and
that the pH of the colon in newborns ranges between 5.5 and 7.5 (23, 24), the pH of
CFSs was adjusted to 6.5 to mimic physiological conditions. Two batches of lactobacilli
CFSs were tested against bifidobacteria and E. coli SO107, and good reproducibility
between the data was found, as depicted in the correlation graphic in Fig. S1 in the sup-
plemental material.

The heat map in Fig. 1 summarizes the overall results obtained for the effects of lacto-
bacilli CFSs on bifidobacterial strains (numerical values are also reported in Table S1).
The data clearly revealed that the growth of bifidobacteria differed when incubated in
the presence of CFSs at 7 h, 13 h, and 24 h (P , 0.01 by analysis of variance [ANOVA]). In
addition, the effects exerted by each CFS varied depending on the Bifidobacterium strain.

For the short fermentation time of lactobacilli, a marked bifidogenic effect of CFSs
was registered: the maximum bifidogenic effect was observed for CFSs at 7 h, which
always allowed average bifidobacterial growth of at least 150%; all CFSs at 13 h signifi-
cantly increased the average bifidobacterial growth, which ranged between 117.3%
(BC18 CFS at 13 h) and 348.5% (BC17 CFS at 13 h). On the other hand, the average
growth of Bifidobacterium spp. incubated with CFSs at 24 h ranged between 80.7% (BC3
CFS at 24 h) and 243.8% (BC17 CFS at 24 h), indicating that the results were strongly de-
pendent on the CFS at 24 h considered. However, 14 out of 17 CFSs at 24 h failed to pro-
mote the proliferation of Bifidobacterium spp., and a significant stimulating effect was
observed only for BC11 CFS at 24 h (average bifidobacterial growth of 124.4%), BC16
CFS at 24 h (average bifidobacterial growth of 156.1%), and BC17 CFS at 24 h.

The CFSs were also recovered from other species isolated from the vaginal mucosa,
namely Enterococcus faecalis BC101, Enterococcus faecium BC105, Staphylococcus aur-
eus SO105, and Staphylococcus epidermidis SO106. Interestingly, the CFSs (at 7 h, 13 h,
and 24 h) recovered from these bacteria did not promote the growth of bifidobacteria
(Fig. S2 and Table S2). Moreover, no increase in the growth of E. coli SO107 incubated
with CFSs was observed (Fig. 1 and Fig. S2), suggesting that the stimulating effect on
bifidobacteria was specifically exerted by lactobacilli CFSs. Moreover, all lactobacilli
CFSs at 24 h significantly reduced E. coli SO107 growth by 8.6 to 46.7% (P , 0.05 by a t
test). Such an antibacterial effect was less pronounced for CFSs at 13 h since 9 out of
17 CFSs at 13 h only slightly decreased E. coli SO107 growth by 8.4 to 16.4% (P , 0.05
by a t test), and it was completely absent for CFSs at 7 h.

The data reported in Fig. 1 were then grouped according to species (Lactobacillus
crispatus, Lactobacillus gasseri, Limosilactobacillus vaginalis, and Lactiplantibacillus planta-
rum) in order to search for possible differences in bifidogenic activity among the CFSs
from distinct lactobacilli species. The results are depicted in a violin plot in Fig. 2, show-
ing the frequency distribution of the data of the activities of L. crispatus, L. gasseri, L. vagi-
nalis, and L. plantarum CFSs towards all Bifidobacterium strains. Even considering one
species at a time, the stimulating activity decreased as the fermentation time increased
(P, 0.01 by ANOVA). Furthermore, the activity of each lactobacilli species differed signif-
icantly from those of the other species (P , 0.01 by ANOVA). The only exceptions were
L. crispatus CFSs (at 7 h, 13 h, and 24 h) and L. plantarum CFSs (at 7 h, 13 h, and 24 h),
which, on the contrary, exhibited very similar activities (P > 0.05 by ANOVA), being the
least effective in promoting bifidobacterial growth, as shown in Fig. 2. This is especially
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noticeable for CFSs at 24 h. Indeed, L. plantarum CFSs at 24 h significantly impaired the
growth of all bifidobacteria (median residual growth of 84.8%), and L. crispatus CFSs at
24 h reduced the growth of at least 8 out of 11 Bifidobacterium strains (P , 0.05 by a t
test), with the exclusion of BC8 CFS at 24 h, which never hindered bifidobacterial growth.
L. crispatus and L. plantarum CFSs at 13 h exhibited moderate prebiotic activity (median
bifidobacterial growth of 126.3% and 115.7%, respectively), as did L. crispatus and L. plan-
tarum CFSs at 7 h (median bifidobacterial growth of 164.6% and 150.2%, respectively).
Particularly, BC8 CFS at 7 h and BC8 CFS at 13 h showed the highest bifidogenic activity
among L. crispatus CFSs (at 7 h and 13 h) (P, 0.01 by ANOVA).

L. gasseri CFSs at 7 h and L. gasseri CFSs at 13 h exerted a significant bifidogenic
effect, leading to median bifidobacterial growth percentages of 186.9% and 149.5%,

FIG 1 Effects of CFSs on Bifidobacterium species growth. The growth of bifidobacteria and E. coli SO107 in the
presence of lactobacilli CFSs is reported as a percentage compared to the control (100%) (n = 5). The results
obtained with CFSs recovered after 7 h, 13 h, and 24 h of fermentation are reported in the first, second, and
third rows for each strain, respectively.
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respectively (Fig. 2). The only strains of Bifidobacterium to be affected by L. gasseri CFSs
at 24 h (except for BC11 CFS at 24 h) were B. longum subsp. infantis DSM20088 and
DSM20090. In general, BC11 CFSs revealed the best bifidogenic profile among L. gasseri
CFSs (at 7 h, 13 h, and 24 h) (P, 0.01 by ANOVA).

By comparing all lactobacilli CFSs, BC17 CFSs were found to be the most effective in
promoting the proliferation of bifidobacteria (P , 0.01 by ANOVA), showing average
bifidobacterial growth percentages of 442.0% (BC17 CFS at 7 h), 348.5% (BC17 CFS at
13 h), and 243.8% (BC17 CFS at 24 h).

Lactobacilli CFSs stimulate the formation of bifidobacterial biofilms. Taking into
account the results obtained on bifidobacterial planktonic growth, BC8 CFSs, BC11 CFSs,
and BC17 CFSs were selected as models in order to further investigate the bifidogenic
potential of L. crispatus, L. gasseri, and L. vaginalis, respectively. In this regard, the ability
to promote the formation of biofilms is an important factor to guarantee stable gut colo-
nization by bifidobacteria (25). The heat map in Fig. 3A illustrates the results for the activ-
ities of CFSs at 7 h, 13 h, and 24 h toward each strain of Bifidobacterium and E. coli SO107
(data are also reported in Table S3). In Fig. 3B, comparisons among BC8 CFSs, BC11 CFSs,
and BC17 CFSs (at 7 h, 13 h, and 24 h) are depicted, considering the overall results
obtained for each CFS.

Notably, BC8 CFSs, BC11 CFSs, and BC17 CFSs were able to stimulate not only the
planktonic growth but also the biofilm formation of Bifidobacterium spp. Importantly,
E. coli SO107 biofilm was not influenced by the presence of any of the lactobacilli CFSs
evaluated.

Considering the overall results, the stimulation of biofilms varied significantly in the
presence of CFSs at 7 h (average biofilm formation increase of 254.0%), CFSs at 13 h
(195.9%), and CFSs at 24 h (139.2%) (P , 0.01 by ANOVA), in agreement with what we
observed previously for planktonic cultures of Bifidobacterium spp.

CFSs at 24 h recovered from BC11 and BC17 significantly promoted the formation of
all bifidobacterial biofilms, with median percentages of 125.6% and 162.1%, respectively.
Instead, BC8 CFS at 24 h appeared less efficient since it significantly stimulated the

FIG 2 Effects of lactobacilli CFSs on Bifidobacterium species growth. Shown is a violin plot of the
stimulating activities of L. crispatus (LC), L. gasseri (LG), L. vaginalis (LV), and L. plantarum (LP) CFSs at
7 h, 13 h, and 24 h on planktonic cultures of bifidobacteria. Solid and dotted lines represent the
medians and quartiles, respectively.
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biofilm formation of only 5 out of 11 Bifidobacterium strains. The formation of bifidobac-
terial biofilms in the presence of CFSs at 13 h and 7 h was always greater than that of
the control, although BC8 CFS was confirmed to be the least bifidogenic among the
three CFSs considered (P , 0.01 by ANOVA). Notably, BC17 CFSs displayed the greatest
ability to enhance the formation of Bifidobacterium biofilms (254.9% for BC17 CFS at 13 h
and 329.7% for BC17 CFS at 7 h), thus proving its excellent bifidogenic activity.

Metabolomic analysis of BC17 CFSs. Since BC17 CFSs revealed the best stimulat-
ing profile toward all Bifidobacterium spp. considered, their metabolomic profiles were
investigated using 1H nuclear magnetic resonance (NMR), and the metabolite concen-
trations are reported in Table S4 as differences compared to the concentrations in ster-
ile de Man-Rogosa-Sharpe (MRS) broth. The analysis allowed the identification of 55
molecules, mainly amino acids, organic acids, sugars, and alcohols, in agreement with
what was observed in previous work (26, 27). Particularly, the fermentation of BC17 led

FIG 3 Effects of CFSs on Bifidobacterium species biofilms. (A) Formation of bifidobacterial and E. coli
SO107 biofilms in the presence of BC8, BC11, and BC17 CFSs at 7 h, 13 h, and 24 h, reported as a
percentage compared to the control (100%) (n = 3). (B) Box plot of the formation of bifidobacterial
biofilms in the presence of BC8, BC11, and BC17 CFSs at 7 h, 13 h, and 24 h. Each box represents the
interquartile range (25th to 75th percentiles). Lines within the boxes indicate the median values for
the samples. The extremes of the bars indicate the minimum and maximum values, respectively.
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to the production of alanine, aspartate, glutamate, isoleucine, leucine, proline, and va-
line, which are considered prebiotic amino acids (28). Moreover, aromatic amino acids
(tryptophan and tyrosine), found mainly in BC17 CFSs at 7 h and 13 h, can be metabo-
lized by Bifidobacterium species and converted into their lactic acid derivatives (29).
Sulfur-containing amino acids are also required for the growth of bifidobacteria;
indeed, some Bifidobacterium species (i.e., B. bifidum) have been reported to be cyste-
ine auxotrophs, while others can synthesize cysteine from methionine (30). In this
regard, the presence of methionine and cysteine in BC17 CFSs (with the latter being
present mainly in BC17 CFS at 7 h) can sustain the proliferation of bifidobacteria. This
stimulating activity can also be favored by the presence in BC17 CFS at 7 h of 4-hydrox-
yphenylacetate, a phenolic acid that is able to act as a modulator of the gut microbiota
(31). Conversely, the concentrations of organic acids (acetate, formate, succinate, and
lactate) and alcohols (ethanol and glycerol) that can potentially affect microbial growth
were low in BC17 CFS at 7 h, while they increased with longer fermentation times
(BC17 CFS at 13 h and BC17 CFS at 24 h).

Characterization of BC17 CFS hydrogel. Since the best bifidogenic profile was
observed for BC17 CFS at 7 h, it was chosen for the preparation of a hyaluronic acid (HA)-
based hydrogel. BC17 CFS at 7 h easily allowed the complete solubilization of HA, leading to
the formation of a hydrogel characterized by a viscosity of 3,2006 200 mPa � s and a pH of
4.4 6 0.5, not statistically different (P > 0.05 by a t test) from those obtained by dissolving
the HA in distilled water (viscosity equal to 3,0006 100 mPa � s and pH equal to 5.56 0.8).
No significant changes in the pH and viscosity were observed during the tested storage pe-
riod compared to the values at time zero (P> 0.05 by a t test).

BC17 CFS hydrogel was then tested against Bifidobacterium spp. in order to investi-
gate whether BC17 CFS at 7 h formulated with the HA-based hydrogel retained its ben-
eficial effects on bifidobacterial planktonic growth and biofilm formation. The hydrogel
was diluted 1/4 due to its high viscosity, and the results were compared to those
obtained for BC17 CFS at 7 h and HA alone at the same dilution, as depicted in Fig. 4.
The final pH of the diluted hydrogels was 6.50 6 0.05, comparable to the pH of BC17
CFS at 7 h. It is worth noting that BC17 CFS at 7 h, diluted 1/4, stimulated the plank-
tonic growth and biofilms of all bifidobacterial strains similarly to the more concen-
trated sample (P > 0.05 by a t test), indicating that it was able to effectively preserve
its bifidogenic properties even at a higher dilution.

HA did not affect the growth of Bifidobacterium spp. On the contrary, BC17 CFS hydrogel
greatly increased the planktonic proliferation of all bifidobacterial strains considered
(Fig. 4A), with growth percentages ranging from 330.7% (B. breve DSM20091) to 567.9% (B.
bifidum DSM20082). Even bifidobacterial biofilms were positively stimulated by BC17 CFS
hydrogel (Fig. 4B), with percentages of biofilm formation between 231.3% (B. longum subsp.
infantis DSM20088) and 365.0% (B. bifidum DSM20215). Importantly, no significant differen-
ces between the activity of BC17 CFS hydrogel and that of BC17 CFS at 7 h were detected.

Furthermore, the prebiotic activity of BC17 CFS hydrogel was preserved after
30 days of storage (P > 0.05 by a t test) (Fig. S3). Finally, considering that the gastric
half-emptying time in breastfed infants is 48 6 15 min (24), BC17 CFS hydrogel was
predigested in simulated gastric fluid (SGF) for 2 h to investigate the impact on prebi-
otic activity due to passage through the acidity of stomach. Although the activity
decreased slightly compared to nondigested samples, BC17 CFS hydrogel was still able
to significantly stimulate the free-floating bifidobacteria and their biofilms in the
ranges of 290.5 to 528.3% (Fig. 5A) and 203.8 to 327.0% (Fig. 5B), respectively.

DISCUSSION

The vaginal microbiota of reproductive-aged women is characterized by its rela-
tively low complexity, being dominated by one Lactobacillus species among L. crispa-
tus, L. gasseri, Lactobacillus jensenii, and Lactobacillus iners (32). It is well established
that lactobacilli in the vaginal niche play an important role in the maintenance of a
general state of health (33). In particular, the lactobacilli strains employed in the
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present study were derived from the vaginal mucosa of healthy premenopausal
women and have been deeply characterized for their antagonistic effects on a plethora
of pathogens responsible for vaginal and cervical infections, including Candida spp.
(26, 27), Chlamydia trachomatis (34, 35), group B Streptococcus (36), and Neisseria gon-
orrhoeae (37). It has been observed that Lactobacillus spp. remain predominant even in
the vaginal microbiota of healthy pregnant women, albeit both the alpha and beta
diversities decrease (38, 39). On the contrary, a Lactobacillus-poor community during
pregnancy as well as a high level of diversity within the vaginal microbiota are corre-
lated with a high incidence of dysbiosis and an increased risk of preterm birth (40). In
addition, in the first weeks of life of preterm infants, the level of gut colonization by
Bifidobacterium spp. is considerably lower than that in full-term infants, similar to what
occurs in babies born by C-section compared to those born naturally (41). This evi-
dence suggests that the maternal vaginal microbiota and the development of the gut
microbiota in newborns are somehow interconnected. While some beneficial properties of
lactobacilli in the digestive tract of newborns are well characterized, such as the ability to
increase intestinal immunity, protect from pathogens and inflammation, and enhance gut
metabolic capacities (42–45), the direct effects on bifidobacteria are still poorly elucidated.
In this context, the present study aimed to investigate whether lactobacilli isolated from

FIG 4 Bifidogenic activity of BC17 CFS hydrogel. The effects of BC17 CFS at 7 h, BC17 CFS hydrogel, and HA on bifidobacteria are
expressed as percentages in terms of the stimulation of planktonic growth (A) and the stimulation of biofilm formation (B) (100%)
(means 6 SD [n = 4]). Statistical differences are calculated compared to the control (100%). *, P , 0.05.
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the vaginal niche can positively affect the growth of bifidobacteria of intestinal origin,
with a view to their potential use as prebiotics to generate a bifidogenic shift in the infant
gut. Specifically, we first focused on the effects exerted by CFSs recovered after 7 h, 13 h,
and 24 h of cultivation on the growth of free-floating bifidobacteria. Since the pH of lacto-
bacilli CFSs decreased as the incubation time increased, probably due to the production of
lactic acid and short-chain fatty acids (46), it was adjusted to 6.5 to mimic the physiological
pH of the colon in newborns.

Our results highlighted that the stimulating effects on Bifidobacterium species
growth were greater for lactobacilli CFSs recovered in exponential phase (Fig. 1). In
particular, the highest bifidogenic activity was observed for CFSs at 7 h, which were all

FIG 5 Bifidogenic activity of BC17 CFS hydrogel after digestion in simulated gastric fluid (SGF). The
effects of BC17 CFS hydrogel not digested and digested in SGF are expressed as percentages in
terms of the stimulation of planktonic growth (A) and the stimulation of biofilm formation (B) (100%)
(means 6 SD [n = 4]). Statistical differences compared to the control (100%) and between samples
are reported. *, P , 0.05.
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able to improve the proliferation of bifidobacteria by at least 50% compared to the
growth of the control. The bifidogenic effects were less pronounced, but still evident, for
CFSs at 13 h. Instead, only 3 out of 17 CFSs at 24 h retained the ability to sustain the pro-
liferation of bifidobacteria, while the growth of most of them was slightly reduced in the
presence of CFSs at 24 h from 8 lactobacilli. The inhibitory activity exerted by CFSs at
24 h could be attributable to the production of bacteriocin-like compounds, which
are generally secreted by lactobacilli during the stationary phase of growth (47). On
the other hand, the prevalent bifidogenic activity observed for CFSs at 7 h and 13 h
may be due to the generation, at short incubation times, of partially degraded
metabolites that serve as the substrates for other probiotics such as bifidobacteria. In
this regard, Kang et al. discovered that a strain of Lactobacillus casei was able to pro-
duce a bifidogenic growth stimulator named 1,4-dihydroxy-2-naphthoic acid (48),
but other studies are required to better clarify which metabolites and derivatives are
ascribable to the bifidogenic activity. However, from our results, the bifidogenic
activity is specific to lactobacilli since the CFSs from other bacteria isolated from the
vaginal microenvironment (Enterococcus spp. and Staphylococcus spp.) did not exert
any stimulating effects on Bifidobacterium species growth. Even more importantly, no
growth-promoting effect on opportunistic gut pathogens such as E. coli was observed,
suggesting that lactobacilli CFSs can actually act as prebiotics. It should also be high-
lighted that the functional properties of lactobacilli CFSs can vary among different species
as a consequence of their diverse metabolic profiles. In the present study, we found that
the CFSs from L. crispatus and L. plantarum were significantly less effective in promoting
bifidobacterial proliferation than the CFSs from L. gasseri and L. vaginalis (Fig. 2). In particu-
lar, BC17 CFSs showed excellent bifidogenic properties at each recovery time (7 h, 13 h,
and 24 h) and were selected, together with the most promising L. crispatus CFS (BC8 CFS)
and L. gasseri CFS (BC11 CFS), for further investigation in terms of the ability to stimulate
the formation of bifidobacterial biofilms. This aspect is particularly important considering
that in natural environments the microbial biomass is found almost exclusively as a bio-
film, which presents peculiar characteristics compared to its planktonic counterpart (25).
Specifically, the ability of commensal Bifidobacterium spp. to form biofilms on the infant
gut mucosa is pivotal for allowing stable colonization and blocking the adhesion of patho-
gens (49, 50). To the best of our knowledge, we proved for the first time that lactobacilli
CFSs were able to promote not only the planktonic growth but also the formation of bio-
films of Bifidobacterium spp. in vitro. The greatest stimulation of Bifidobacterium biofilms
was achieved with CFSs at 7 h and CFSs at 13 h. Although other studies will be necessary
to confirm the prebiotic activity of lactobacilli CFSs in vivo, our preliminary results allowed
the selection of L. vaginalis BC17 as the best-performing sample (Fig. 3).

1H NMR analysis revealed that already after 7 h of fermentation, BC17 CFSs were rich
in amino acids, which can promote the growth of bifidobacteria (see Table S4 in the sup-
plemental material). Given the complex composition of lactobacilli CFSs, it is difficult to
ascribe the prebiotic activity to a single molecule. Thus, the maximum bifidogenic effect
was more likely to be obtained when stimulating molecules were already produced,
while the presence of molecules with antimicrobial action (organic acids and alcohols)
was still limited, as occurred in the CFSs recovered after 7 h of fermentation.

Finally, we proposed that BC17 CFS at 7 h can be included in a topical formulation
aimed at breastfeeding mothers. Indeed, the development of a suitable formulation to
be applied onto the nipples represents a crucial aspect of preventing and reducing
wounds and damage and consequently limiting complications such as mastitis and
breast abscess (51). The employment of a gel formulation is advantageous since it can
create a moist environment at the application site, preventing wounds, decreasing
local inflammation, and accelerating epithelial regrowth (52). Moreover, the rapid and
simple application represents a beneficial approach, particularly when burning and
stinging nipple pain occur (53). In this regard, the polymeric gel obtained through the
direct solubilization of HA in BC17 CFS at 7 h had a pH in the range of that of the skin
surface (pH 4.0 to 6.0) (54) and a viscosity suitable for achieving fast and easy application,
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thus covering the nipple and areola with a thin and homogeneous layer (55). Importantly,
we proved that BC17 CFS hydrogel retained the bifidogenic potential of BC17 CFS at 7 h
toward both planktonic cultures and biofilms of Bifidobacterium spp. (Fig. 4). Additionally,
the technological (pH and viscosity) and functional (bifidogenic activity) (Fig. S3) proper-
ties of the hydrogel were maintained after 30 days of storage. The prebiotic activity was
also almost preserved after digestion in simulated gastric fluid (Fig. 5), suggesting that the
oral intake of the formulation by newborns during breastfeeding can effectively sustain
bifidobacteria in the infant gut microbiota.

Since lactobacilli supernatants are side products of bacterial fermentation, their use
as supplements for newborns offers some advantages, such as the low cost and ease of
production, and deserves further investigation. With regard to future studies, the transla-
tion application of the present preliminary research could be verified by testing the bifi-
dogenic effect of BC17 CFS hydrogel formulation in gut models inoculated with fecal
slurries of infants born by C-section.

MATERIALS ANDMETHODS
Microorganisms and culture conditions. The 17 lactobacillus strains employed in this study were

isolated from vaginal samples of healthy premenopausal Caucasian women, according to the protocol
approved by the Ethics Committee of the University of Bologna, Bologna, Italy (52/2014/U/Tess) (26).
According to the recent reclassification of the Lactobacillus genus (56), these strains belong to the species
Lactobacillus crispatus (BC1 to BC8), Lactobacillus gasseri (BC9 to BC14), Limosilactobacillus vaginalis (BC16
and BC17), and Lactiplantibacillus plantarum (BC18 and BC19). Bifidobacterium strains (B. breve DSM20091,
B. breve DSM20456, B. bifidum DSM20082, B. bifidum DSM20213, B. bifidum DSM20215, B. longum subsp.
longum DSM20219, B. longum subsp. infantis DSM20088, B. longum subsp. infantis DSM20090, B. adolescen-
tis DSM20083, B. adolescentis DSM20086, and B. angulatum DSM20098) were purchased from the DSMZ
(Braunschweig, Germany).

Lactobacilli and bifidobacteria were routinely cultured in de Man-Rogosa-Sharpe (MRS) broth (Difco,
Detroit, MI, USA) supplemented with 0.05% L-cysteine (Merck, Milan, Italy) at 37°C in anaerobic jars con-
taining Gas-Pak EZ (Beckton, Dickinson and Co., Milan, Italy).

Enterococcus faecalis BC101 and Enterococcus faecium BC105 belong to the Department of Pharmacy
and Biotechnology of the University of Bologna. Staphylococcus aureus SO105, Staphylococcus epidermidis
SO106, and Escherichia coli SO107 were isolated at Sant’Orsola-Malpighi University Hospital of Bologna,
Italy, during routine diagnostic procedures. BC101, BC105, SO105, and SO106 are vaginal isolates, whereas
SO107 is a human gut isolate. Enterococcus spp., Staphylococcus spp., and E. coli were grown aerobically at
37°C in nutrient agar (Difco).

Preparation of CFSs from lactobacilli. For each Lactobacillus/Limosilactobacillus/Lactiplantibacillus
strain, 500 mL of a culture grown overnight (108 CFU/mL) was used to inoculate 10 mL of MRS broth,
and strains were allowed to grow for different times (7 h, 13 h, and 24 h). E. faecalis BC101, E. faecium
BC105, S. aureus SO105, and S. epidermidis SO106, preventively grown on nutrient agar plates, were ino-
culated into MRS broth and subcultured as described above for lactobacilli.

At the end of each incubation, the supernatant was harvested by centrifugation (10,000 � g for
10 min) (Centrisart G-16C; Sartorius, Göttingen, Germany) and filtered through a 0.22-mm-pore-size filter
(polyethersulfone [PES] 0.22-mm syringe filters; VWR International, Milan, Italy) to obtain CFSs at 7 h, 13
h, and 24 h. The final pH (pH50; Vio Lab Geass, Turin, Italy) was adjusted to 6.5 with 5 M NaOH (Merck),
and samples were stored at220°C until their use.

Effects of lactobacilli CFSs on the planktonic growth of Bifidobacterium spp. The prebiotic effects
of CFSs derived from lactobacilli (two batches for each CFS) and control species (Enterococcus spp. and
Staphylococcus spp.) on 11 Bifidobacterium strains (listed above) and E. coli SO107 were assessed.
Bifidobacteria and E. coli were subcultured twice in MRS broth and then diluted in the same medium to
reach a final concentration of 106 CFU/mL. One hundred microliters of the bacterial suspension was inocu-
lated into 96-multiwell round-bottom plates (Corning Inc., Pisa, Italy), and the same volume of CFSs was
added. Positive-control wells contained 100mL of the bacterial suspension and 100mL of MRS broth. Wells
filled with MRS broth only served as blank controls, while wells containing MRS broth and CFSs were
included as sterility controls. Microplates were incubated under anaerobic conditions at 37°C, and growth
was evaluated after 24 h of incubation by reading the absorbance at 600 nm (EnSpire multimode plate
reader; PerkinElmer Inc., Waltham, MA, USA). Bifidobacterial and E. coli growth was calculated as a percent-
age relative to the absorbance of the corresponding positive controls.

Effects of lactobacilli CFSs on biofilms of Bifidobacterium spp. BC8, BC11, and BC17 were selected
for the evaluation of the impact of lactobacilli CFSs on biofilms of bifidobacteria and E. coli, according to a
protocol adapted from the one described previously by Parolin et al. (27). Bifidobacteria and E. coli were
subcultured as described above, and cell pellets were resuspended in MRS broth to reach a final concen-
tration of 107 CFU/mL. CFSs at 7 h, 13 h, and 24 h derived from BC8, BC11, and BC17 were inoculated with
the same amount of the bacterial suspensions into 96-multiwell round-bottom plates (200 mL per well),
and biofilms were allowed to form under anaerobic conditions at 37°C for 48 h. Biofilms formed in the ab-
sence of CFSs were used as positive controls. At the end of the incubation period, the biofilm biomass was
quantified by crystal violet staining (57). Briefly, the culture supernatant was discarded, and adherent cells
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were gently washed twice with sterile saline (0.9% [wt/vol] NaCl; Merck), fixed with 200 mL of absolute
ethanol (Merck) for 5 min, and stained with 0.41% (wt/vol) crystal violet (Merck) for 5 min. After washing
the wells with saline, the dye bound to adherent cells was resolubilized in 200 mL of ethanol, and the ab-
sorbance was measured at 595 nm. The stimulation of biofilm formation by the CFSs was expressed as a
percentage relative to value for the control wells.

1H NMR analysis of BC17 CFSs. The metabolomic analysis of BC17 CFSs was carried out as described
previously by Parolin et al. (27) and as reported in the supplemental material.

Preparation and characterization of BC17 CFS hydrogel. L. vaginalis BC17 CFS at 7 h was selected
for incorporation into a semisolid-dosage form, specifically, a hydrogel based on HA (molecular weight
[MW], 1,800 to 2,300 kDa; Farmalabor SRL, Canosa di Puglia, Italy). HA was dissolved (2.5% [wt/wt]), with stir-
ring (300 rpm), in the freshly prepared BC17 CFS at 7 h at room temperature for 24 h. A control sample was
obtained by dissolving the same quantity of the polymer in ultrapure water (18.2 MX � cm) (MilliQ apparatus;
Millipore, Milford, MA, USA). Immediately after preparation, BC17 CFS hydrogel was characterized in terms of
pH (MicroPH Crison 2000; Modena, Italy) and viscosity using a rotational viscometer (23°C to 25°C, spindle
TR11, 200 rpm, Visco Star; Fungilab SA, Barcelona, Spain). BC17 CFS hydrogel was stored under dark condi-
tions at 4°C to 8°C, and the pH and viscosity were measured at fixed time intervals (7, 14, and 30 days).

The resulting BC17 CFS hydrogel was diluted 1/4 in distilled water and tested (immediately after
preparation and after 30 days of storage) for the ability to stimulate the planktonic growth and biofilm
formation of bifidobacteria, as described above.

To mimic passage through the acidic stomach, BC17 CFS hydrogel was diluted 1/4 in simulated gas-
tric fluid (SGF) (125 mmol/L NaCl, 7 mmol/L KCl, 45 mmol/L NaHCO3, 3 g/L pepsin [pH 3]) and incubated
for 2 h at 37°C (58); afterward, the pH was adjusted to 6.5, and the effects on the planktonic cultures and
biofilms of bifidobacteria were assessed.

All analyses were performed on two preparations of BC17 CFS hydrogel, obtained from two batches
of BC17 CFS at 7 h.

Statistical analysis. At least three independent assays were performed for each experiment (n = 3),
and the results are expressed as means 6 standard deviations (SD). Student’s t test was applied for the
comparison of two means, and one-way ANOVA followed by Tukey’s correction was performed for mul-
tiple comparisons using GraphPad Prism version 9.2.0 for Windows (GraphPad Software, San Diego, CA,
USA [www.graphpad.com]). Differences were deemed significant at a P value of,0.05.

SUPPLEMENTAL MATERIAL

Supplemental material is available online only.
SUPPLEMENTAL FILE 1, PDF file, 0.6 MB.

ACKNOWLEDGMENTS
This research was funded by the Italian Ministry of University and Research.
B.G., A.A., C.P., C.F., A.M., B.L., and B.V. are inventors of an Italian patent application entitled

Ceppo di Lattobacillo Utilizzabile per Stimolare e Riequilibrare il Microbiota Intestinale filed
on 14 October 2021 and owned by AlmaMater Studiorum, University of Bologna, Italy.

A.M., B.L., and B.V. designed the study. B.G., A.A., C.P., and L.L. performed the experiments.
B.G., A.A., and C.F. analyzed the data and wrote the draft of the paper. C.P., A.M., B.L., and B.V.
commented on and revised the drafts of the paper. All authors read and approved the final
version of themanuscript.

REFERENCES
1. Jovel J, Patterson J, Wang W, Hotte N, O’Keefe S, Mitchel T, Perry T, Kao D,

Mason AL, Madsen KL, Wong GK-S. 2016. Characterization of the gut
microbiome using 16S or shotgun metagenomics. Front Microbiol 7:459.
https://doi.org/10.3389/fmicb.2016.00459.

2. Turroni F, Peano C, Pass DA, Foroni E, Severgnini M, Claesson MJ, Kerr C,
Hourihane J, Murray D, Fuligni F, Gueimonde M, Margolles A, De Bellis G,
O’Toole PW, van Sinderen D, Marchesi JR, Ventura M. 2012. Diversity of
bifidobacteria within the infant gut microbiota. PLoS One 7:e36957.
https://doi.org/10.1371/journal.pone.0036957.

3. Eckburg PB, Bik EM, Bernstein CN, Purdom E, Dethlefsen L, Sargent M,
Gill SR, Nelson KE, Relman DA. 2005. Diversity of the human intestinal
microbial flora. Science 308:1635–1638. https://doi.org/10.1126/science
.1110591.

4. Yang B, Chen Y, Stanton C, Ross RP, Lee Y-K, Zhao J, Zhang H, Chen W.
2019. Bifidobacterium and Lactobacillus composition at species level and
gut microbiota diversity in infants before 6 weeks. Int J Mol Sci 20:3306.
https://doi.org/10.3390/ijms20133306.

5. Walker WA. 2013. Initial intestinal colonization in the human infant and
immune homeostasis. Ann Nutr Metab 63(Suppl 2):8–15. https://doi.org/
10.1159/000354907.

6. Turroni F, Ventura M, Buttó LF, Duranti S, O’Toole PW, Motherway MO,
van Sinderen D. 2014. Molecular dialogue between the human gut micro-
biota and the host: a Lactobacillus and Bifidobacterium perspective. Cell
Mol Life Sci 71:183–203. https://doi.org/10.1007/s00018-013-1318-0.

7. Xiao Y, Zhai Q, Zhang H, Chen W, Hill C. 2021. Gut colonization mecha-
nisms of Lactobacillus and Bifidobacterium: an argument for personalized
designs. Annu Rev Food Sci Technol 12:213–233. https://doi.org/10.1146/
annurev-food-061120-014739.

8. Shao Y, Forster SC, Tsaliki E, Vervier K, Strang A, Simpson N, Kumar N,
Stares MD, Rodger A, Brocklehurst P, Field N, Lawley TD. 2019. Stunted
microbiota and opportunistic pathogen colonization in caesarean-section
birth. Nature 574:117–121. https://doi.org/10.1038/s41586-019-1560-1.

9. Martin R, Makino H, Cetinyurek Yavuz A, Ben-Amor K, Roelofs M, Ishikawa E,
Kubota H, Swinkels S, Sakai T, Oishi K, Kushiro A, Knol J. 2016. Early-life
events, including mode of delivery and type of feeding, siblings and gen-
der, shape the developing gut microbiota. PLoS One 11:e0158498. https://
doi.org/10.1371/journal.pone.0158498.

10. Tamburini S, Shen N, Wu HC, Clemente JC. 2016. The microbiome in early
life: implications for health outcomes. Nat Med 22:713–722. https://doi
.org/10.1038/nm.4142.

Vaginal Lactobacilli as Prebiotics Microbiology Spectrum

January/February 2023 Volume 11 Issue 1 10.1128/spectrum.02009-22 12

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/s

pe
ct

ru
m

 o
n 

15
 F

eb
ru

ar
y 

20
23

 b
y 

13
7.

20
4.

15
0.

18
.

http://www.graphpad.com
https://doi.org/10.3389/fmicb.2016.00459
https://doi.org/10.1371/journal.pone.0036957
https://doi.org/10.1126/science.1110591
https://doi.org/10.1126/science.1110591
https://doi.org/10.3390/ijms20133306
https://doi.org/10.1159/000354907
https://doi.org/10.1159/000354907
https://doi.org/10.1007/s00018-013-1318-0
https://doi.org/10.1146/annurev-food-061120-014739
https://doi.org/10.1146/annurev-food-061120-014739
https://doi.org/10.1038/s41586-019-1560-1
https://doi.org/10.1371/journal.pone.0158498
https://doi.org/10.1371/journal.pone.0158498
https://doi.org/10.1038/nm.4142
https://doi.org/10.1038/nm.4142
https://journals.asm.org/journal/spectrum
https://doi.org/10.1128/spectrum.02009-22


11. Azad MB, Konya T, Maughan H, Guttman DS, Field CJ, Chari RS, Sears MR,
Becker AB, Scott JA, Kozyrskyj AL, CHILD Study Investigators. 2013. Gut
microbiota of healthy Canadian infants: profiles by mode of delivery and
infant diet at 4 months. CMAJ 185:385–394. https://doi.org/10.1503/cmaj
.121189.

12. O’Keefe SJD. 2016. Diet, microorganisms and their metabolites, and colon
cancer. Nat Rev Gastroenterol Hepatol 13:691–706. https://doi.org/10.1038/
nrgastro.2016.165.

13. Warda AK, Clooney AG, Ryan F, de Almeida Bettio PH, Di Benedetto G,
Ross RP, Hill C. 2021. A postbiotic consisting of heat-treated lactobacilli
has a bifidogenic effect in pure culture and in human fermented faecal
communities. Appl Environ Microbiol 87:e02459-20. https://doi.org/10.1
128/AEM.02459-20.

14. Gibson GR, Hutkins R, Sanders ME, Prescott SL, Reimer RA, Salminen SJ,
Scott K, Stanton C, Swanson KS, Cani PD, Verbeke K, Reid G. 2017. Expert
consensus document: the International Scientific Association for Probiot-
ics and Prebiotics (ISAPP) consensus statement on the definition and
scope of prebiotics. Nat Rev Gastroenterol Hepatol 14:491–502. https://
doi.org/10.1038/nrgastro.2017.75.

15. Chee WJY, Chew SY, Than LTL. 2020. Vaginal microbiota and the potential
of Lactobacillus derivatives in maintaining vaginal health. Microb Cell
Fact 19:203. https://doi.org/10.1186/s12934-020-01464-4.

16. Wilkins T, Sequoia J. 2017. Probiotics for gastrointestinal conditions: a
summary of the evidence. Am Fam Physician 96:170–178.

17. Wong CB, Sugahara H, Odamaki T, Xiao JZ. 2018. Different physiological
properties of human-residential and non-human-residential bifidobacte-
ria in human health. Benef Microbes 9:111–122. https://doi.org/10.3920/
BM2017.0031.

18. Nataraj BH, Ali SA, Behare PV, Yadav H. 2020. Postbiotics-parabiotics: the
new horizons in microbial biotherapy and functional foods. Microb Cell
Fact 19:168. https://doi.org/10.1186/s12934-020-01426-w.

19. Salminen S, Collado MC, Endo A, Hill C, Lebeer S, Quigley EMM, Sanders
ME, Shamir R, Swann JR, Szajewska H, Vinderola G. 2021. The International
Scientific Association of Probiotics and Prebiotics (ISAPP) consensus
statement on the definition and scope of postbiotics. Nat Rev Gastroen-
terol Hepatol 18:649–667. https://doi.org/10.1038/s41575-021-00440-6.

20. Marinho A, Nunes C, Reis S. 2021. Hyaluronic acid: a key ingredient in the
therapy of inflammation. Biomolecules 11:1518. https://doi.org/10.3390/
biom11101518.

21. Zhu J, Tang X, Jia Y, Ho C-T, Huang Q. 2020. Applications and delivery mech-
anisms of hyaluronic acid used for topical/transdermal delivery—a review.
Int J Pharm 578:119127. https://doi.org/10.1016/j.ijpharm.2020.119127.

22. Shah NP. 2011. Bifidobacterium spp.: morphology and physiology, p
381–387. In Fuquay JW, Fox PF, McSweeney PLH (ed), Encyclopedia of
dairy sciences, 2nd ed. Academic Press, San Diego, CA.

23. Rivière A, Selak M, Lantin D, Leroy F, De Vuyst L. 2016. Bifidobacteria and bu-
tyrate-producing colon bacteria: importance and strategies for their stimula-
tion in the human gut. Front Microbiol 7:979. https://doi.org/10.3389/fmicb
.2016.00979.

24. Neal-Kluever A, Fisher J, Grylack L, Kakiuchi-Kiyota S, Halpern W. 2019.
Physiology of the neonatal gastrointestinal system relevant to the disposi-
tion of orally administered medications. Drug Metab Dispos 47:296–313.
https://doi.org/10.1124/dmd.118.084418.

25. Motta J-P, Wallace JL, Buret AG, Deraison C, Vergnolle N. 2021. Gastroin-
testinal biofilms in health and disease. Nat Rev Gastroenterol Hepatol 18:
314–334. https://doi.org/10.1038/s41575-020-00397-y.

26. Parolin C, Marangoni A, Laghi L, Foschi C, Ñahui Palomino RA, Calonghi N,
Cevenini R, Vitali B. 2015. Isolation of vaginal lactobacilli and characteriza-
tion of anti-Candida activity. PLoS One 10:e0131220. https://doi.org/10
.1371/journal.pone.0131220.

27. Parolin C, Croatti V, Laghi L, Giordani B, Tondi MR, De Gregorio PR, Foschi C,
Vitali B. 2021. Lactobacillus biofilms influence anti-Candida activity. Front
Microbiol 12:750368. https://doi.org/10.3389/fmicb.2021.750368.

28. Longo LM, Blaber M. 2012. Protein design at the interface of the pre-bi-
otic and biotic worlds. Arch Biochem Biophys 526:16–21. https://doi.org/
10.1016/j.abb.2012.06.009.

29. Laursen MF, Sakanaka M, von Burg N, Mörbe U, Andersen D, Moll JM,
Pekmez CT, Rivollier A, Michaelsen KF, Mølgaard C, Lind MV, Dragsted LO,
Katayama T, Frandsen HL, Vinggaard AM, Bahl MI, Brix S, Agace W, Licht
TR, Roager HM. 2021. Bifidobacterium species associated with breastfeed-
ing produce aromatic lactic acids in the infant gut. Nat Microbiol 6:
1367–1382. https://doi.org/10.1038/s41564-021-00970-4.

30. Wada M, Fukiya S, Suzuki A, Matsumoto N, Matsuo M, Yokota A. 2021. Me-
thionine utilization by bifidobacteria: possible existence of a reverse

transsulfuration pathway. Biosci Microbiota Food Health 40:80–83. https://
doi.org/10.12938/bmfh.2020-031.

31. Alves-Santos AM, Sugizaki CSA, Lima GC, Naves MMV. 2020. Prebiotic
effect of dietary polyphenols: a systematic review. J Funct Foods 74:
104169. https://doi.org/10.1016/j.jff.2020.104169.

32. Ravel J, Gajer P, Abdo Z, Schneider GM, Koenig SSK, McCulle SL, Karlebach S,
Gorle R, Russell J, Tacket CO, Brotman RM, Davis CC, Ault K, Peralta L, Forney
LJ. 2011. Vaginal microbiome of reproductive-age women. Proc Natl Acad
Sci U S A 108:4680–4687. https://doi.org/10.1073/pnas.1002611107.

33. Chu DM, Seferovic M, Pace RM, Aagaard KM. 2018. The microbiome in
preterm birth. Best Pract Res Clin Obstet Gynaecol 52:103–113. https://
doi.org/10.1016/j.bpobgyn.2018.03.006.

34. Parolin C, Frisco G, Foschi C, Giordani B, Salvo M, Vitali B, Marangoni A,
Calonghi N. 2018. Lactobacillus crispatus BC5 interferes with Chlamydia
trachomatis infectivity through integrin modulation in cervical cells. Front
Microbiol 9:2630. https://doi.org/10.3389/fmicb.2018.02630.

35. Nardini P, Ñahui Palomino RA, Parolin C, Laghi L, Foschi C, Cevenini R,
Vitali B, Marangoni A. 2016. Lactobacillus crispatus inhibits the infectivity
of Chlamydia trachomatis elementary bodies, in vitro study. Sci Rep 6:
29024. https://doi.org/10.1038/srep29024.

36. Marziali G, Foschi C, Parolin C, Vitali B, Marangoni A. 2019. In-vitro effect
of vaginal lactobacilli against group B Streptococcus. Microb Pathog 136:
103692. https://doi.org/10.1016/j.micpath.2019.103692.

37. Foschi C, Salvo M, Cevenini R, Parolin C, Vitali B, Marangoni A. 2017. Vagi-
nal lactobacilli reduce Neisseria gonorrhoeae viability through multiple
strategies: an in vitro study. Front Cell Infect Microbiol 7:502. https://doi
.org/10.3389/fcimb.2017.00502.

38. Aagaard K, Riehle K, Ma J, Segata N, Mistretta T-A, Coarfa C, Raza S,
Rosenbaum S, Van den Veyver I, Milosavljevic A, Gevers D, Huttenhower
C, Petrosino J, Versalovic J. 2012. A metagenomic approach to characteri-
zation of the vaginal microbiome signature in pregnancy. PLoS One 7:
e36466. https://doi.org/10.1371/journal.pone.0036466.

39. Romero R, Hassan SS, Gajer P, Tarca AL, Fadrosh DW, Nikita L, Galuppi M,
Lamont RF, Chaemsaithong P, Miranda J, Chaiworapongsa T, Ravel J.
2014. The composition and stability of the vaginal microbiota of normal
pregnant women is different from that of non-pregnant women. Micro-
biome 2:4. https://doi.org/10.1186/2049-2618-2-4.

40. DiGiulio DB, Callahan BJ, McMurdie PJ, Costello EK, Lyell DJ, Robaczewska
A, Sun CL, Goltsman DSA, Wong RJ, Shaw G, Stevenson DK, Holmes SP,
Relman DA. 2015. Temporal and spatial variation of the human micro-
biota during pregnancy. Proc Natl Acad Sci U S A 112:11060–11065.
https://doi.org/10.1073/pnas.1502875112.

41. Forsgren M, Isolauri E, Salminen S, Rautava S. 2017. Late preterm birth has
direct and indirect effects on infant gut microbiota development during
the first six months of life. Acta Paediatr 106:1103–1109. https://doi.org/
10.1111/apa.13837.

42. Liu Q, Yu Z, Tian F, Zhao J, Zhang H, Zhai Q, Chen W. 2020. Surface compo-
nents and metabolites of probiotics for regulation of intestinal epithelial
barrier. Microb Cell Fact 19:23. https://doi.org/10.1186/s12934-020-1289-4.

43. Wu H, Xie S, Miao J, Li Y, Wang Z, Wang M, Yu Q. 2020. Lactobacillus reuteri
maintains intestinal epithelial regeneration and repairs damaged intestinal
mucosa. Gut Microbes 11:997–1014. https://doi.org/10.1080/19490976.2020
.1734423.

44. Compare D, Rocco A, Coccoli P, Angrisani D, Sgamato C, Iovine B,
Salvatore U, Nardone G. 2017. Lactobacillus casei DG and its postbiotic
reduce the inflammatory mucosal response: an ex-vivo organ culture
model of post-infectious irritable bowel syndrome. BMC Gastroenterol
17:53. https://doi.org/10.1186/s12876-017-0605-x.

45. Wang Q, Sun Q, Qi R, Wang J, Qiu X, Liu Z, Huang J. 2019. Effects of Lacto-
bacillus plantarum on the intestinal morphology, intestinal barrier func-
tion and microbiota composition of suckling piglets. J Anim Physiol Anim
Nutr (Berl) 103:1908–1918. https://doi.org/10.1111/jpn.13198.

46. Aldunate M, Srbinovski D, Hearps AC, Latham CF, Ramsland PA, Gugasyan
R, Cone RA, Tachedjian G. 2015. Antimicrobial and immune modulatory
effects of lactic acid and short chain fatty acids produced by vaginal
microbiota associated with eubiosis and bacterial vaginosis. Front Physiol
6:164. https://doi.org/10.3389/fphys.2015.00164.

47. De Giani A, Bovio F, Forcella M, Fusi P, Sello G, Di Gennaro P. 2019. Identi-
fication of a bacteriocin-like compound from Lactobacillus plantarum
with antimicrobial activity and effects on normal and cancerogenic
human intestinal cells. AMB Express 9:88. https://doi.org/10.1186/s13568
-019-0813-6.

Vaginal Lactobacilli as Prebiotics Microbiology Spectrum

January/February 2023 Volume 11 Issue 1 10.1128/spectrum.02009-22 13

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/s

pe
ct

ru
m

 o
n 

15
 F

eb
ru

ar
y 

20
23

 b
y 

13
7.

20
4.

15
0.

18
.

https://doi.org/10.1503/cmaj.121189
https://doi.org/10.1503/cmaj.121189
https://doi.org/10.1038/nrgastro.2016.165
https://doi.org/10.1038/nrgastro.2016.165
https://doi.org/10.1128/AEM.02459-20
https://doi.org/10.1128/AEM.02459-20
https://doi.org/10.1038/nrgastro.2017.75
https://doi.org/10.1038/nrgastro.2017.75
https://doi.org/10.1186/s12934-020-01464-4
https://doi.org/10.3920/BM2017.0031
https://doi.org/10.3920/BM2017.0031
https://doi.org/10.1186/s12934-020-01426-w
https://doi.org/10.1038/s41575-021-00440-6
https://doi.org/10.3390/biom11101518
https://doi.org/10.3390/biom11101518
https://doi.org/10.1016/j.ijpharm.2020.119127
https://doi.org/10.3389/fmicb.2016.00979
https://doi.org/10.3389/fmicb.2016.00979
https://doi.org/10.1124/dmd.118.084418
https://doi.org/10.1038/s41575-020-00397-y
https://doi.org/10.1371/journal.pone.0131220
https://doi.org/10.1371/journal.pone.0131220
https://doi.org/10.3389/fmicb.2021.750368
https://doi.org/10.1016/j.abb.2012.06.009
https://doi.org/10.1016/j.abb.2012.06.009
https://doi.org/10.1038/s41564-021-00970-4
https://doi.org/10.12938/bmfh.2020-031
https://doi.org/10.12938/bmfh.2020-031
https://doi.org/10.1016/j.jff.2020.104169
https://doi.org/10.1073/pnas.1002611107
https://doi.org/10.1016/j.bpobgyn.2018.03.006
https://doi.org/10.1016/j.bpobgyn.2018.03.006
https://doi.org/10.3389/fmicb.2018.02630
https://doi.org/10.1038/srep29024
https://doi.org/10.1016/j.micpath.2019.103692
https://doi.org/10.3389/fcimb.2017.00502
https://doi.org/10.3389/fcimb.2017.00502
https://doi.org/10.1371/journal.pone.0036466
https://doi.org/10.1186/2049-2618-2-4
https://doi.org/10.1073/pnas.1502875112
https://doi.org/10.1111/apa.13837
https://doi.org/10.1111/apa.13837
https://doi.org/10.1186/s12934-020-1289-4
https://doi.org/10.1080/19490976.2020.1734423
https://doi.org/10.1080/19490976.2020.1734423
https://doi.org/10.1186/s12876-017-0605-x
https://doi.org/10.1111/jpn.13198
https://doi.org/10.3389/fphys.2015.00164
https://doi.org/10.1186/s13568-019-0813-6
https://doi.org/10.1186/s13568-019-0813-6
https://journals.asm.org/journal/spectrum
https://doi.org/10.1128/spectrum.02009-22


48. Kang J-E, Kim T-J, Moon G-S. 2015. A novel Lactobacillus casei LP1 pro-
ducing 1,4-dihydroxy-2-naphthoic acid, a bifidogenic growth stimulator.
Prev Nutr Food Sci 20:78–81. https://doi.org/10.3746/pnf.2015.20.1.78.

49. Kelly SM, Lanigan N, O’Neill IJ, Bottacini F, Lugli GA, Viappiani A, Turroni F,
Ventura M, van Sinderen D. 2020. Bifidobacterial biofilm formation is a
multifactorial adaptive phenomenon in response to bile exposure. Sci
Rep 10:11598. https://doi.org/10.1038/s41598-020-68179-9.

50. Sadiq FA,Wenwei L, Wei C, Jianxin Z, Zhang H. 2022. Transcriptional changes
in Bifidobacterium bifidum involved in synergistic multispecies biofilms.
Microb Ecol 84:922–934. https://doi.org/10.1007/s00248-021-01904-7.

51. Jackson KT, Dennis C-L. 2017. Lanolin for the treatment of nipple pain in
breastfeeding women: a randomized controlled trial. Matern Child Nutr
13:e12357. https://doi.org/10.1111/mcn.12357.

52. Cable B, Stewart M, Davis J. 1997. Nipple wound care: a new approach to
an old problem. J Hum Lact 13:313–318. https://doi.org/10.1177/08903344
9701300417.

53. Niazi A, Rahimi VB, Soheili-Far S, Askari N, Rahmanian-Devin P, Sanei-Far
Z, Sahebkar A, Rakhshandeh H, Askari VR. 2018. A systematic review on
prevention and treatment of nipple pain and fissure: are they curable? J
Pharmacopuncture 21:139–150. https://doi.org/10.3831/KPI.2018.21.017.

54. Van Gheluwe L, Chourpa I, Gaigne C, Munnier E. 2021. Polymer-based
smart drug delivery systems for skin application and demonstration of

stimuli-responsiveness. Polymers (Basel) 13:1285. https://doi.org/10.3390/
polym13081285.

55. Benigni M, Pescina S, Grimaudo MA, Padula C, Santi P, Nicoli S. 2018. De-
velopment of microemulsions of suitable viscosity for cyclosporine skin
delivery. Int J Pharm 545:197–205. https://doi.org/10.1016/j.ijpharm.2018
.04.049.

56. Zheng J, Wittouck S, Salvetti E, Franz CMAP, Harris HMB, Mattarelli P, O’Toole
PW, Pot B, Vandamme P, Walter J, Watanabe K, Wuyts S, Felis GE, Gänzle MG,
Lebeer S. 2020. A taxonomic note on the genus Lactobacillus: description of
23 novel genera, emended description of the genus Lactobacillus Beijerinck
1901, and union of Lactobacillaceae and Leuconostocaceae. Int J Syst Evol
Microbiol 70:2782–2858. https://doi.org/10.1099/ijsem.0.004107.

57. Giordani B, Costantini PE, Fedi S, Cappelletti M, Abruzzo A, Parolin C,
Foschi C, Frisco G, Calonghi N, Cerchiara T, Bigucci F, Luppi B, Vitali B.
2019. Liposomes containing biosurfactants isolated from Lactobacillus
gasseri exert antibiofilm activity against methicillin resistant Staphylococ-
cus aureus strains. Eur J Pharm Biopharm 139:246–252. https://doi.org/10
.1016/j.ejpb.2019.04.011.

58. Giordani B, Melgoza LM, Parolin C, Foschi C, Marangoni A, Abruzzo A,
Dalena F, Cerchiara T, Bigucci F, Luppi B, Vitali B. 2018. Vaginal Bifidobacte-
rium breve for preventing urogenital infections: development of delayed
release mucoadhesive oral tablets. Int J Pharm 550:455–462. https://doi
.org/10.1016/j.ijpharm.2018.09.003.

Vaginal Lactobacilli as Prebiotics Microbiology Spectrum

January/February 2023 Volume 11 Issue 1 10.1128/spectrum.02009-22 14

D
ow

nl
oa

de
d 

fr
om

 h
ttp

s:
//j

ou
rn

al
s.

as
m

.o
rg

/jo
ur

na
l/s

pe
ct

ru
m

 o
n 

15
 F

eb
ru

ar
y 

20
23

 b
y 

13
7.

20
4.

15
0.

18
.

https://doi.org/10.3746/pnf.2015.20.1.78
https://doi.org/10.1038/s41598-020-68179-9
https://doi.org/10.1007/s00248-021-01904-7
https://doi.org/10.1111/mcn.12357
https://doi.org/10.1177/089033449701300417
https://doi.org/10.1177/089033449701300417
https://doi.org/10.3831/KPI.2018.21.017
https://doi.org/10.3390/polym13081285
https://doi.org/10.3390/polym13081285
https://doi.org/10.1016/j.ijpharm.2018.04.049
https://doi.org/10.1016/j.ijpharm.2018.04.049
https://doi.org/10.1099/ijsem.0.004107
https://doi.org/10.1016/j.ejpb.2019.04.011
https://doi.org/10.1016/j.ejpb.2019.04.011
https://doi.org/10.1016/j.ijpharm.2018.09.003
https://doi.org/10.1016/j.ijpharm.2018.09.003
https://journals.asm.org/journal/spectrum
https://doi.org/10.1128/spectrum.02009-22

	RESULTS
	Lactobacilli CFSs stimulate the planktonic growth of bifidobacteria.
	Lactobacilli CFSs stimulate the formation of bifidobacterial biofilms.
	Metabolomic analysis of BC17 CFSs.
	Characterization of BC17 CFS hydrogel.

	DISCUSSION
	MATERIALS AND METHODS
	Microorganisms and culture conditions.
	Preparation of CFSs from lactobacilli.
	Effects of lactobacilli CFSs on the planktonic growth of Bifidobacterium spp.
	Effects of lactobacilli CFSs on biofilms of Bifidobacterium spp.
	1H NMR analysis of BC17 CFSs.
	Preparation and characterization of BC17 CFS hydrogel.
	Statistical analysis.

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

