Supplementary Material and Methods

RNA in situ hybridization and Immunohistochemistry (IHC)

The RNAscope 2.5 HD Detection Reagent-BROWN (Advanced Cell Diagnostic) was used, in
accordance with the manufacturer’s protocol, to detect the human NRI/H3 transcript (Hs-
NRI1H3, Cod.440881) directly onto histologic slices of untreated DLBCL biopsies. Then, these
sections were stained for CD68 by IHC. After the antigen unmasking procedure (Target
Retrieval Solution pH9, Novocastra, Leica Biosystems) at 98°C for 10 minutes, neutralization
of the endogenous peroxidase with 3% H>0- and Fc blocking (Novocastra, Leica Biosystems),
the samples were incubated with an anti-CD68 primary antibody (PG-M1 clone, 1:50, Agilent
Dako). The signal was revealed using the Signal Stain(R) Boost IHC Detection Reagent AP
Mouse (Cell Signaling Technology) and the Vulcan Fast Red as substrate-chromogens,
followed by Harris hematoxylin counterstaining. All the sections were analyzed under a Zeiss
AXIOScope. The microphotographs were collected using a Zeiss Axiocam 503 Color digital

camera by the Zen 2.0 imaging software.

Tissue microarrays (TMA) and immunohistochemical evaluation of CD68

TMA were constructed by selecting three cores of 0.6-mm diameter from representative areas
of FFPE blocks relative to 64 cases selected among the on-trial validation cohort. TMA were
subsequently cut into 2-pm thick sections and stained with CD68 (Clone PG-M1, dilution 1:8,
courtesy of Prof. Brunangelo Falini) using a Dako AutoStainer Link48 (Dako Agilent), after
antigen retrieval (PTLink at 92°C for 5 minutes in EnVision Flex Target Retrieval Solution
High pH). Slides were counterstained with Gill’s hematoxylin, dehydrated or mounted in
Kaiser glycerin and cover-slipped. For each case, three different range of scores (<5%, 5-25%,

>25%) were assigned corresponding to the number of stained cells/100 nucleated cells ratio.



Scores were independently evaluated by two hematopathologists (CA and VT); discordant
cases were reviewed together to reach consensus between the two pathologists.
Microphotographs were taken using an Olympus BX53 light microscope with an Olympus

DP71 camera.

In vitro macrophage polarization and treatment

THP-1 cells (0.5 x10%) were seeded in 3D system using Alvetex Scaffold 12-well plate and
treated with 320 nM of phorbol myristate acetate (PMA) for 6 hours. Then, the medium was
supplemented with either lipopolysaccharides (LPS, 100 ng/ml) and INF-y (20 ng/ml) to obtain
M1 or IL-4 (20 ng/ml) and IL-13 (20 ng/ml) for M2 Mo for the last 18 h. RNAs from in vitro
generated macrophages were extracted with the RNeasy Mini Kit (Quiagen) following the
manufacturer’s recommendations for subsequent real time PCR (RT-PCR) analyses.
Contaminating DNA was removed by ezDNAase (Invitrogen), cDNA was prepared by
Multiscribe Reverse Transcriptase (Applied Biosystem) and analyzed by RT-PCR using
SYBR-Green Master Mix in a StepOnePlus™ Real-Time PCR Systems (Applied Biosystem).
The primers used for RT-PCR are detailed in Supplementary Table S1. Primer sequences for

human /8S and NR1H3 were previously reported(1,2).

Statistical analysis

To perform survival analysis, NRIH3 optimal cut-off was determined in the discovery set of
314 DLBCL. In detail, two groups of patients with high (NRIH3"#") and low (NRIH3"Y)
NRIH3 expression were identified by means of the maximally selected rank statistics using the
function surv_cutpoint as implemented in the survminer package (version 0.4.9) of R statistical
software, assuming the Overall Survival (OS) as dependent variable at 133 months from the

enrollment (Supplementary Figure S7). This represents an outcome-oriented method providing



the optimal cut-off value. All the expression values of NR/H3 were standardized to have a
zero mean and one variance normal distribution, before computing and applying the optimal
cut-off to other datasets. Log-rank test was applied to compare OS among patients in different
groups. Univariate and multivariate analyses were constructed through the Cox proportional
hazards regression model using survival package (version 3.2-13).

GSEA(3) was performed on the discovery set using NRIH3 labels (high or low) as derived
from prognostic stratification. Diff of Classes metric was used for ranking genes. We tested
roughly 1,300 gene sets gathered from widely used databases (Kegg, Reactome, MSigDB, and
xCell(4), including immune and stromal cell types as well as genes related to inflammatory

immune responses, cytokine production, and metabolism.
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Supplementary Figures
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Supplementary Figure S1. Workflow of study design.

This study focused on the characterization of the nuclear receptor LXRa, encoded by NRIH3
gene, in DLBCL. Upon observing the overexpression of NR/H3 in bulk DLBCL samples
compared with purified normal or malignant B-cells, we applied CIBERSORTx-Group Mode
to a discovery cohort of 314 DLBCL samples as well as to hundreds DLBCL public GEP data.
We found NRIH3 strictly associated with a particular macrophage subtype (left panel).
Moreover, we analysed NRIH3 prognostic value in the discovery set dichotomizing cases by

an expression cut-off and validated the results in three additional datasets derived from diverse



transcriptome platforms (right panel). Macrophages were purified in silico from the discovery
cohort by High-Resolution mode CIBERSORTx and DEG comparing NRIH3"e" versus

NRIH3"¥ cases identified and characterized biologically by GO and GSEA (middle panel).
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Supplementary Figure S2. NR1H3 correlation and CIBERSORTX cell fractions analysis.
A. Bubble plot showing correlations between NR1H3 expression and cell percentages of TME
cells of LM22 signature (CIBERSORTX) across 5 different datasets including the discovery
set and other four different expression data. Significant (p-value<=0.05) Pearson’s correlation
coefficient spanning from red (for positive correlation) to blue (for negative correlation) are
shown. Blank dots indicate no significance. C. Histograms showing cell type percentages of

LM22 signature as detected by CIBERSORTX across five different GEP.
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Supplementary Figure S3. In-vitro generated Mo characterization.

Upper panel: schematic representation of THP-1 treatment and scanning electron microscope
image of Alvetex Scaffold used for 3D cell culture (https://www.reprocell.com/alvetex). Lower
panels: expression levels quantified by qRT-PCR of M1 (CXCLI10 and IL-1p, left side panel)
and M2 (CD206 and CD163, right panel) specific markers after 24 hours from cytokines
activation. Relative quantification of gene expression was analyzed with the 2-24Ct method
using 18S as the endogenous control. P-value was derived from two-tailed t-test or Mann—

Whitney U-test after confirming that the data met the appropriate assumptions.
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A. Boxplot representing NRIH3 expression of prognostic subgroups (NRIH3"e" red and

NRIH3"¥, blue) in the discovery set. B. Histograms indicating cell type percentages of LM22

signature as detected by CIBERSORTX in the NRIH3 prognostic subgroups of the discovery

set. P-value was derived from Mann—Whitney U test.
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Supplementary Figure S5. TMA analysis in DLBCL on-trial validation cohort.

A. Box plot representing NR1H3 digital expression of the prognostic subgroups (NRI1H3"eh,
red and NRIH3"¥, blue) in the on-trial validation cohort. B. CD68 immunostaining of seven
representative cases from TMA 10X (on-trial DLBCL validation cohort, n=64) as stratified by
NRIH3 expression. C. Number of CD68"cells between NRIH3Me" and NRIH3°% groups

(n=64). Low, Med and High labels correspond to <5, 5-25, <25 percentages, respectively.
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Supplementary Figure S6. NR1H3 prognostic analysis on validation set.

A. Kaplan-Meier plots indicating OS in the LXRa subgroups dichotomized by applying the
NRIH3 prognostic cut-off to GSE117556 series. B. Forest plot shows multivariate analysis in
the same dataset including NR1H3 expression, COO and IPI as covariates. HR, hazard ratio;

COQ, cell of origin; IPI, international prognostic index.
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Supplementary Figure S7. Identification of NRIH3 expression value cut-off in the
discovery cohort.

Spline chart showing the distribution of standardized expression value of NRIH3 (x-axis)
relating to the Log Hazard Ratio of patients’ outcome in terms of OS (y-axis) in the discovery
cohort (n=314). The vertical red line shows the optimal cut-off (-1.15) as identified by the

maximum selected rank statistic. HR, hazard ratio; OS, overall survival.
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Supplementary Tables

Table S1. Primers sequences used for in vitro

experiments

Gene Primer sequence

CXCLI10 Forward | 5'-AGCCAATTTTGTCCACGTGT-3'
CXCLI10 Reverse | 5'-TGATGGCCTTCGATTCTG-3'

IL-1p Forward

5'-ACACATGGGATAACGAGGCT-3'

IL-1p Reverse

5'-GGACCAGACATCACCAAGCT-3'

CD163 Forward 5'-AGCAGCACATGGGAGATT-3'
CD163 Reverse 5'-AGCAGATTACAGAGGCCACT-3'
CD206 Forward 5'-CCATGAGAACCGGGATTGC-3'
CD206 Reverse 5'-GGTGGGTGGGTTACTCCTTCT-3'
ABCAI Forward | 5-CCAGGCCAGTACGGAATTC-3'

ABCAI Reverse

5'-CCTCGCCAAACCAGTAGGA-3'
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Table S2. Differentially expressed genes derived by comparing NR1H3"2h and
NRIH3" cases in the discovery set

GENE logFC FC AveExpr | t P.Value adj.P.Val | B

ORM1 4.5530 | 23.4738 | 5.95332 | 6.24652 | 1.37E-09 | 4.19E-08 | 11.325045
LGALS2 3.5635 | 11.8226 | 7.79993 | 9.20404 | 5.07E-18 | 1.18E-15 | 30.275099
CHITI 3.1828 | 9.0809 | 9.23569 | 10.29159 | 1.38E-21 | 7.86E-19 | 38.331194
CHI3L1 1.8142 | 3.5167 | 11.24797 | 9.99496 | 1.35E-20 | 5.25E-18 | 36.087458
CYP27B1 1.7132 | 3.2788 | 7.53810 | 8.14450 | 9.17E-15 | 9.44E-13 | 22.931057
Cl150rf48 1.4184 | 2.6730 | 10.39704 | 7.37146 | 1.52E-12 | 9.07E-11 | 17.942094
TNFRSF9 1.2071 | 2.3087 | 8.25992 | 9.93834 | 2.09E-20 | 6.89E-18 35.663
SULTIC2 1.2034 | 23028 | 8.27848 | 9.17731 | 6.17E-18 | 1.34E-15 | 30.083321
LRRCIS 1.1960 | 2.2910 | 7.73984 | 4.24484 | 2.89E-05 | 0.0003179 | 1.7650127
CESl1 1.1849 | 22735 | 7.56703 | 6.14255 | 2.46E-09 | 7.13E-08 | 10.755452
CLEC4E 1.1717 | 22528 | 9.65124 | 11.08522 | 2.62E-24 | 2.74E-21 | 44.485391
SLAMF1 1.1299 | 2.1884 | 8.70786 | 4.63310 | 5.29E-06 | 7.13E-05 | 3.3754816
GJB2 1.1039 | 2.1494 | 6.80247 | 4.74908 | 3.12E-06 | 4.44E-05 3.880385
ITIH3 1.0521 | 2.0736 | 6.45664 | 5.26119 | 2.66E-07 | 4.86E-06 | 6.2371216
VNNI1 1.0478 | 2.0674 | 9.33273 | 8.68521 | 2.14E-16 | 3.35E-14 | 26.610749
CTNND2 1.0339 | 2.0476 | 6.21190 | 4.88465 | 1.66E-06 | 2.52E-05 | 4.4842702
HTRA4 0.9709 | 1.9601 | 8.47080 | 8.20131 | 6.22E-15 | 6.98E-13 | 23.310586
PLA2G2D 09568 | 1.9411 | 9.37665 | 8.70308 | 1.88E-16 | 3.03E-14 | 26.734898
TMEMI119 0.9555 | 19392 | 7.71856 | 7.70220 | 1.78E-13 | 1.32E-11 | 20.035426
HS3ST3A1 0.9528 | 1.9357 | 7.54602 | 8.04689 | 1.78E-14 | 1.55E-12 | 22.282846
SCARAS 09475 | 19285 | 7.18729 | 5.30307 | 2.16E-07 | 4.04E-06 6.438826
SERPINALI 0.9281 | 1.9028 | 10.22091 | 8.12167 | 1.07E-14 | 1.05E-12 | 22.778976
SIGLECI5 0.9038 | 1.8710 | 8.92992 | 6.76460 | 6.58E-11 | 2.66E-09 | 14.271788
NR1H3 0.8733 | 1.8319 | 10.00839 | 13.62375 | 1.67E-33 | 1.05E-29 | 65.302806
LTA 0.8704 | 1.8282 | 8.21763 | 5.99259 | S5.68E-09 | 1.52E-07 | 9.9471147
ABI3BP 0.8659 | 1.8225 | 10.52896 | 6.99930 | 1.57E-11 | 7.90E-10 | 15.664221
DNAJC5B 0.8509 | 1.8037 | 9.13812 | 5.05760 | 7.25E-07 | 1.19E-05 | 5.2756524
C5orf20 0.8305 | 1.7782 | 6.66420 | 8.67986 | 2.22E-16 | 3.40E-14 | 26.573663
MMP2 0.8236 | 1.7699 | 9.18455 | 3.68578 | 0.0002687 | 0.0022485 | -0.3315975
PTGDS 0.8204 | 1.7659 | 13.62498 | 8.84430 | 6.87E-17 | 1.17E-14 | 27.720993
CD300LF 0.8063 | 1.7487 | 8.80929 | 9.98849 | 1.42E-20 | 5.25E-18 | 36.038939
ADAMDECI 0.7958 | 1.7360 | 12.67150 | 11.12350 | 1.93E-24 | 2.42E-21 | 44.787428
TMEM176B 0.7902 | 1.7293 | 10.60832 | 9.16308 | 6.84E-18 | 1.43E-15 | 29.981329
PADI2 0.7819 | 1.7194 | 7.79467 | 4.32888 | 2.02E-05 | 0.0002318 | 2.1030282
G0S2 0.7761 | 1.7125 | 9.34405 | 6.25496 | 1.30E-09 | 4.03E-08 | 11.371612
LOC100129518 0.7743 | 1.7104 | 11.34536 | 7.89679 | 4.89E-14 | 4.15E-12 | 21.296143
LILRB4 0.7713 | 1.7068 | 8.83897 | 8.98336 | 2.53E-17 | 4.81E-15 | 28.701269
ALOXI15B 0.7712 | 1.7067 | 7.31098 | 6.98245 | 1.74E-11 | 8.69E-10 | 15.563056
APOBEC3B 0.7700 | 1.7053 | 8.68388 | 3.55703 | 0.0004331 | 0.0033772 | -0.7762056
TNFAIP2 0.7677 | 1.7025 | 8.56400 | 8.42637 | 1.32E-15| 1.65E-13 | 24.830805
P2RY13 0.7599 | 1.6934 | 7.07770 | 8.10269 | 1.22E-14 | 1.14E-12 | 22.652749
CTSK 0.7567 | 1.6896 | 11.08285 | 5.42101 | 1.19E-07 | 2.40E-06 | 7.0140246
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DCSTAMP 0.7484 | 1.6800 | 5.71676 | 4.93543 | 1.30E-06 | 2.03E-05 | 4.7142046
SLCIAI 0.7476 | 1.6789 | 8.32925 | 4.42905 | 1.31E-05 | 0.0001575 | 2.5136324
CPM 0.7443 | 1.6752 | 9.21052 | 6.43541 | 4.62E-10 | 1.56E-08 | 12.378704
PDE4DIP 0.7340 | 1.6632 | 8.71824 | 5.30598 | 2.13E-07 | 4.00E-06 6.45286
CSF2RA 0.7329 | 1.6619 | 8.39765 | 9.85668 | 3.89E-20 | 1.11E-17 | 35.052926
TIFAB 0.7244 | 1.6523 | 7.92030 | 10.16579 | 3.65E-21 1.70E-18 | 37.375643
CLMP 0.7201 | 1.6473 | 7.43967 | 5.57854 | 5.25E-08 | 1.14E-06 | 7.7985594
MXRAS 0.7200 | 1.6472 | 9.90484 | 3.73200 | 0.0002256 | 0.001945 | -0.168457
MREG 0.7184 | 1.6454 | 10.75233 | 8.59674 | 3.99E-16 | 5.33E-14 | 25.998666
MMP9 0.7076 | 1.6330 | 12.75517 | 8.37363 | 1.90E-15 | 2.34E-13 | 24.472231
CAPG 0.7051 | 1.6302 | 11.61429 | 11.42261 1.72E-25 | 3.59E-22 47.16195
P2RX7 0.6995 | 1.6239 | 8.45863 | 7.87392 | 5.69E-14 | 4.64E-12 | 21.146907
CYPIBI 0.6967 | 1.6207 | 10.29845 | 5.90510 | 9.18E-09 | 2.32E-07 | 9.4828605
PLA2G7 0.6927 | 1.6163 | 11.35548 | 12.08840 | 7.26E-28 | 2.28E-24 | 52.535462
ARRDC4 0.6819 | 1.6043 | 843718 | 7.68331 | 2.01E-13 | 1.45E-11 19.91418
ITGB2 0.6757 | 1.5974 | 12.08917 | 8.19865 | 6.34E-15 | 6.98E-13 | 23.292781
NCEH1 0.6682 | 1.5891 | 892131 | 9.67199 | 1.57E-19 | 4.28E-17 | 33.682948
CCRL2 0.6679 | 1.5887 | 7.83591 | 7.71672 | 1.61E-13 | 1.22E-11 | 20.128769
NUPRI 0.6673 | 1.5881 | 10.21479 | 5.76252 | 1.98E-08 | 4.61E-07 | 8.7379404
PLCL1 0.6651 | 1.5857 | 6.06666 | 6.94960 | 2.14E-11 1.02E-09 | 15.366425
RASSF4 0.6602 | 1.5803 | 10.45101 | 10.02102 | 1.11E-20 | 4.64E-18 | 36.283283
CYP27Al1 0.6597 | 1.5798 | 9.56824 | 10.16090 | 3.79E-21 1.70E-18 | 37.338675
TDO2 0.6553 | 1.5750 | 8.52135 | 6.85459 | 3.82E-11 1.71E-09 | 14.801546
STEAP3 0.6510 | 1.5702 | 8.48403 | 6.33327 | 8.33E-10 | 2.67E-08 11.80592
S1PR3 0.6482 | 1.5672 | 9.03316 | 7.09662 | 8.60E-12 | 4.58E-10 | 16.251728
FSCNI1 0.6389 | 1.5572 | 7.71706 | 5.71098 | 2.61E-08 | 5.94E-07 | 8.4723237
ITGAM 0.6358 | 1.5538 | 8.69410 | 7.79131 | 9.86E-14 | 7.64E-12 20.61014
KCNE3 0.6285 | 1.5459 | 891065 | 9.92112 | 2.38E-20 | 7.47E-18 | 35.534151
LOXL1 0.6284 | 1.5458 | 8.49951 | 6.22264 | 1.57E-09 | 4.73E-08 | 11.193534
PDE4D 0.6258 | 1.5430 | 7.35115 | 4.61993 | 5.62E-06 | 7.49E-05 | 3.3188251
SLCIA3 0.6247 | 1.5419 | 9.84238 | 8.21078 | 5.83E-15 | 6.66E-13 | 23.374072
TRPA1 0.6228 | 1.5398 | 6.57760 | 5.12748 | 5.16E-07 | 8.75E-06 | 5.6020727
ADAMTSS 0.6223 | 1.5393 | 6.87915 | 3.54399 | 0.0004542 | 0.0034942 | -0.820451
IL411 0.6213 | 1.5383 | 8.89247 | 6.26225 | 1.25E-09 | 3.89E-08 | 11.411852
SOD2 0.6207 | 1.5377 | 9.64821 | 6.05727 | 3.97E-09 | 1.11E-07 | 10.293858
SNX7 0.6186 | 1.5353 | 7.77035 | 3.68126 | 0.0002733 | 0.002281 | -0.3474666
RCAN2 0.6142 | 1.5307 | 7.44886 | 2.94759 | 0.0034435 | 0.0188778 | -2.6808186
HSPAITA 0.6098 | 1.5260 | 11.07538 | 4.99074 | 1.00E-06 | 1.58E-05 | 4.9669256
PPMIN 0.6057 | 1.5217 | 7.44066 | 2.98830 | 0.0030275 | 0.0168919 | -2.564036
PLAUR 0.6044 | 1.5204 | 8.89141 | 5.86315 | 1.15E-08 | 2.84E-07 | 9.2621789
ROBO1 0.6020 | 1.5178 | 9.25055 | 4.47664 | 1.06E-05 | 0.0001314 | 2.7116046
COL6A2 0.6007 | 1.5165 | 8.74425 | 4.80376 | 2.42E-06 | 3.51E-05 | 4.1221986
APOE 0.5954 | 1.5109 | 12.15897 | 7.84826 | 6.76E-14 | 5.37E-12 | 20.979765
GAS1 0.5941 | 1.5096 | 9.15789 | 3.77774 | 0.0001894 | 0.0016818 | -0.0051788
DSC2 0.5900 | 1.5053 | 8.22657 | 7.69686 | 1.84E-13 | 1.34E-11 | 20.001118
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BATF3 0.5877 | 1.5028 | 7.94225 | 3.12877 | 0.0019207 | 0.0117621 | -2.1495106
HCK 0.5874 | 1.5025 | 9.72345 | 5.74188 | 2.22E-08 | 5.08E-07 8.631333
PDPN 0.5849 | 1.4999 | 8.03448 | 4.17258 | 3.91E-05 | 0.0004149 1.479062
CA12 0.5812 | 1.4961 | 8.84660 | 3.47279 | 0.0005876 | 0.0043496 | -1.0592435
BHLHE41 0.5811 | 1.4960 | 9.76999 | 4.02991 | 7.01E-05 | 0.0006986 | 0.9274138
LOC101928716 0.5809 | 1.4958 | 544178 | 6.41476 | 5.21E-10 | 1.75E-08 | 12.262314
IL18BP 0.5791 | 1.4939 | 8.03403 | 5.82987 | 1.38E-08 | 3.33E-07 9.088028
RNF130 0.5704 | 1.4849 | 10.11177 | 6.85219 | 3.87E-11 1.72E-09 | 14.787361
PILRA 0.5693 | 1.4838 | 7.90695 | 4.75115 | 3.09E-06 | 4.42E-05 | 3.8895213
ARIDSA 0.5669 | 1.4814 | 7.64403 | 4.45848 | 1.15E-05 | 0.0001399 | 2.6358295
ACP5 0.5633 | 1.4776 | 10.54255 | 8.16321 | 8.08E-15 | 8.45E-13 | 23.055825
SIRPB2 0.5621 | 1.4765 | 6.98900 | 8.06208 | 1.61E-14 | 1.44E-12 | 22.383373
ITGAX 0.5616 | 1.4759 | 8.45624 | 7.29704 | 2.44E-12 | 1.44E-10 | 17.479844
C3orf80 0.5558 | 1.4700 | 5.09870 | 4.61457 | 5.75E-06 | 7.65E-05 | 3.2958299
RABI3 0.5556 | 1.4698 | 11.37741 | 7.52267 | 5.74E-13 | 3.75E-11 | 18.891248
SDC4 0.5552 | 1.4694 | 9.42300 | 6.50028 | 3.16E-10 | 1.12E-08 | 12.746084
ENPP2 0.5513 | 1.4654 | 12.08948 | 8.14052 | 9.43E-15 | 9.54E-13 22.90454
SLC47A1 0.5497 | 1.4638 | 6.88315 | 5.02228 | 8.59E-07 | 1.39E-05 | 5.1121585
TMEM255A 0.5474 | 1.4614 | 6.89442 | 4.35232 | 1.83E-05 | 0.0002123 | 2.1983638
BHLHE40 0.5467 | 1.4608 | 10.62241 | 5.77946 | 1.81E-08 | 4.24E-07 | 8.8256943
C5ARI 0.5459 | 1.4599 | 8.15548 | 7.16876 | 5.48E-12 | 2.99E-10 | 16.690972
TUSCI1 0.5456 | 1.4596 | 8.49808 | 4.27487 | 2.54E-05 | 0.0002845 | 1.8851251
GPR157 0.5426 | 1.4566 | 8.46102 | 7.58740 | 3.77E-13 | 2.54E-11 | 19.301656
TBC1D9 0.5423 | 1.4563 | 10.47402 | 5.99234 | 5.69E-09 | 1.52E-07 | 9.9457976
ZC3H12C 0.5400 | 1.4540 | 8.03909 | 5.67213 | 3.21E-08 | 7.22E-07 8.273303
KYNU 0.5360 | 1.4499 | 11.24086 | 7.73464 | 1.43E-13 | 1.10E-11 | 20.244164
TNC 0.5352 | 1.4492 | 9.99585 | 4.51830 | 8.85E-06 | 0.0001117 | 2.8864262
ADAMI12 0.5349 | 1.4489 | 7.87476 | 2.93568 | 0.0035748 | 0.0194444 | -2.7146917
EBI3 0.5329 | 1.4468 | 9.37597 | 3.65534 | 0.0003011 | 0.0024742 | -0.4380209
ANTXRI 0.5287 | 1.4426 | 9.56262 | 3.40324 | 0.0007526 | 0.0054048 | -1.2881845
DOCK4 0.5278 | 1.4417 | 8.75397 | 6.65351 1.28E-10 | 4.87E-09 | 13.625002
TMEMI176A 0.5277 | 1.4417 | 10.02603 | 9.17648 | 6.20E-18 | 1.34E-15 | 30.077346
PREX1 0.5270 | 1.4410 | 9.13168 | 5.31060 | 2.08E-07 | 3.94E-06 6.475234
PLAU 0.5258 | 1.4397 | 9.21721 | 6.83125 | 4.40E-11 1.93E-09 | 14.663654
CEBPA 0.5238 | 1.4377 | 9.21561 | 10.74654 | 3.89E-23 | 2.71E-20 | 41.833583
MITF 0.5224 | 1.4363 | 8.88382 | 6.87508 | 3.37E-11 1.53E-09 | 14.922879
CPNES 0.5217 | 1.4357 | 6.17559 | 6.51092 | 2.97E-10 | 1.07E-08 | 12.806626
ACTN1 0.5214 | 1.4354 | 10.39637 | 5.87424 | 1.09E-08 | 2.69E-07 | 9.3204081
GPR137B 0.5205 | 1.4345 | 10.72896 | 5.51737 | 7.22E-08 | 1.53E-06 | 7.4916805
CXCL16 0.5197 | 1.4337 | 8.57413 | 4.78418 | 2.65E-06 | 3.81E-05 | 4.0353212
JAK2 0.5189 | 1.4329 | 892122 | 5.03589 | 8.05E-07 | 1.32E-05 5.17506
GPNMB 0.5180 | 1.4319 | 13.73162 | 9.52442 | 4.74E-19 | 1.24E-16 | 32.598252
HK3 0.5158 | 1.4298 | 7.30763 | 6.01600 | 4.99E-09 | 1.37E-07 | 10.072281
COL6AI 0.5155 | 1.4295 | 10.83658 | 4.12421 | 4.77E-05 | 0.0004943 | 1.2901006
SLC7A11 0.5111 | 1.4251 | 7.39607 | 2.92746 | 0.0036679 | 0.0198309 | -2.7379837
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GXYLT2 0.5102 | 1.4243 | 7.61125 | 2.91104 | 0.0038609 | 0.0206076 | -2.7843494
PIR 0.5096 | 1.4236 | 6.98972 | 5.00779 | 9.22E-07 | 1.47E-05 | 5.0453457
METTL21B 0.5081 | 1.4222 | 6.73902 | 6.69487 | 1.00E-10 | 3.92E-09 | 13.864915
CDHI11 0.5069 | 1.4210 | 9.46776 | 3.82810 | 0.000156 | 0.0014147 | 0.1767176
FMNL2 0.5052 | 1.4193 | 10.16255 | 6.62338 | 1.53E-10 | 5.69E-09 | 13.450969
RTNI1 0.5050 | 1.4192 | 7.63334 | 7.62155 | 3.01E-13 | 2.10E-11 19.51914
ACP2 0.5027 | 1.4169 | 9.96279 | 8.71153 | 1.77E-16 | 2.93E-14 | 26.793582
ATP1A4 0.5021 | 1.4163 | 6.14962 | 6.44689 | 4.32E-10 | 1.47E-08 12.44354
TTYH2 0.5019 | 1.4161 | 8.03755 | 7.49689 | 6.78E-13 | 4.34E-11 | 18.728474
PAPSS2 0.5015 | 1.4157 | 10.37880 | 6.91472 | 2.64E-11 1.24E-09 | 15.158413
PMEPAL1 0.5009 | 1.4151 | 8.18703 | 3.25264 | 0.0012683 | 0.0084203 | -1.7691666
FLVCR2 0.5008 | 1.4150 | 7.68013 | 6.24583 | 1.37E-09 | 4.19E-08 | 11.321245
BCL2Al 0.4970 | 1.4113 | 12.08723 | 3.80368 | 0.0001714 | 0.0015372 | 0.0882465
SLC2A3 0.4962 | 1.4105 | 9.69767 | 5.11835 | 5.39E-07 | 9.10E-06 | 5.5592197
SSPN 0.4961 | 1.4104 | 7.96307 | 4.14459 | 4.39E-05 | 0.000459 | 1.3694766
ANXA4 0.4946 | 1.4089 | 10.24010 | 6.30538 | 9.78E-10 | 3.10E-08 | 11.650775
CYBB 0.4935 | 1.4078 | 12.07741 | 8.05272 | 1.71E-14 | 1.51E-12 | 22.321439
CHSTI11 0.4933 | 1.4077 | 9.51394 | 6.93787 | 2.29E-11 1.09E-09 | 15.296393
SGK1 0.4924 | 1.4068 | 12.47676 | 6.87785 | 3.31E-11 1.52E-09 | 14.939317
PLA2G4C 0.4918 | 1.4062 | 7.40287 | 6.85656 | 3.77E-11 1.70E-09 | 14.813202
DPYSL3 0.4907 | 1.4051 | 8.02796 | 4.35638 | 1.79E-05 | 0.000209 | 2.2149448
GFPT2 0.4868 | 1.4014 | 7.55516 | 4.47105 | 1.09E-05 | 0.0001344 | 2.6882441
GP1BA 0.4857 | 1.4002 | 7.79646 | 5.15632 | 4.48E-07 | 7.68E-06 | 5.7378645
TRAF1 0.4845 | 1.3991 | 8.29341 | 4.25567 | 2.76E-05 | 0.0003053 | 1.8082191
GJA1 0.4841 | 1.3987 | 10.37203 | 3.40533 | 0.000747 | 0.0053774 | -1.2813603
CLEC4D 0.4818 | 1.3965 | 6.12426 | 6.70404 | 9.46E-11 | 3.74E-09 13.91822
CIS 0.4806 | 1.3953 | 11.61179 | 6.72260 | 8.47E-11 | 3.36E-09 | 14.026353
CTSD 0.4804 | 1.3952 | 9.92008 | 8.08818 | 1.35E-14 | 1.24E-12 | 22.556454
TNFSF15 0.4792 | 1.3940 | 7.54808 | 3.57384 | 0.0004073 | 0.0031987 | -0.719001
PLXDC2 0.4778 | 13926 | 8.54200 | 4.58578 | 6.55E-06 | 8.58E-05 3.172579
CTSZ 0.4753 | 1.3902 | 12.39757 | 6.35807 | 7.23E-10 | 2.35E-08 | 11.944383
TPBG 0.4735 | 1.3885 | 8.48119 | 4.24372 | 2.90E-05 | 0.0003188 | 1.7605208
ST3GAL6 0.4710 | 1.3860 | 6.07308 | 3.87051 | 0.0001322 | 0.0012331 | 0.3315673
LILRBI 0.4683 | 1.3834 | 9.23591 | 6.77699 | 6.10E-11 | 2.55E-09 | 14.344451
EPB41L3 0.4676 | 13828 | 8.19572 | 6.40718 | 5.44E-10 | 1.81E-08 | 12.219693
SQRDL 0.4665 | 13817 | 11.70596 | 6.95488 | 2.07E-11 | 9.98E-10 | 15.398015
RIN2 0.4655 | 1.3808 | 10.40866 | 5.11201 | 5.56E-07 | 9.33E-06 | 5.5294995
YAPI 0.4652 | 1.3805 | 8.06287 | 4.24578 | 2.88E-05 | 0.0003172 | 1.7687549
GPX8 0.4649 | 1.3802 | 7.59790 | 3.12707 | 0.0019315 | 0.0118051 | -2.1546258
SERPINF1 0.4649 | 13802 | 11.71958 | 5.88253 | 1.04E-08 | 2.60E-07 | 9.3639751
MCTP1 0.4641 | 13795 | 8.12135 | 4.14316 | 4.41E-05 | 0.0004609 1.363878
NEK6 0.4630 | 1.3784 | 10.09439 | 5.10659 | 5.71E-07 | 9.53E-06 | 5.5041209
RAB42 0.4628 | 13782 | 9.02429 | 7.53926 | S5.15E-13 | 3.40E-11 | 18.996225
SLCT7A7 0.4625 | 13779 | 10.74723 | 7.59920 | 3.49E-13 | 2.38E-11 | 19.376768
CLIC6 0.4596 | 13751 | 7.12293 | 3.19351 | 0.0015486 | 0.0099497 | -1.9524511
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FNIP2 0.4579 | 13735 | 9.85552 | 6.80776 | 5.07E-11 | 2.19E-09 | 14.525231
MICAL2 0.4567 | 13724 | 8.88482 | 4.74041 | 3.24E-06 | 4.59E-05 | 3.8422883
IER3 0.4560 | 1.3717 | 10.06495 | 5.40318 | 1.30E-07 | 2.59E-06 | 6.9263582
EMILIN1 0.4546 | 13704 | 7.85015 | 5.58250 | 5.15E-08 | 1.12E-06 7.81849
RAB20 0.4539 | 13697 | 9.92588 | 10.23325 | 2.16E-21 1.13E-18 | 37.887379
RGL1 0.4517 | 13677 | 9.99420 | 6.33575 | 8.22E-10 | 2.64E-08 | 11.819782
PPAP2B 0.4509 | 1.3669 | 10.06162 | 5.63080 | 3.99E-08 | 8.81E-07 | 8.0628462
NDP 0.4491 | 13652 | 5.06076 | 3.56700 | 0.0004176 | 0.0032684 | -0.7423031
PCOLCE 0.4487 | 13648 | 9.21253 | 4.15614 | 4.18E-05 | 0.000442 | 1.4146203
OLFML2B 0.4472 | 13634 | 8.58632 | 4.11576 | 4.94E-05 | 0.0005101 1.257299
LOC285957 0.4468 | 1.3630 | 5.60033 | 3.98865 | 8.28E-05 | 0.0008133 | 0.7710976
CTSS 0.4463 | 1.3626 | 12.08030 | 6.76823 | 6.44E-11 | 2.66E-09 | 14.293077
FAM49A 0.4440 | 1.3604 | 9.29079 | 3.91774 | 0.0001098 | 0.0010442 | 0.5058603
AOAH 0.4432 | 13596 | 8.53611 | 7.43918 | 9.83E-13 | 6.05E-11 | 18.365533
FAM20A 0.4431 | 1.3595 | 7.29617 | 5.99555 | 5.59E-09 | 1.51E-07 | 9.9629327
KIAAQ0513 0.4406 | 13572 | 6.99816 | 6.39977 | 5.68E-10 | 1.88E-08 | 12.178037
ILI3RALI 0.4405 | 1.3571 | 10.26094 | 5.67616 | 3.14E-08 | 7.10E-07 | 8.2939069
HSPAG6 0.4402 | 1.3568 | 7.98360 | 2.65957 | 0.008227 | 0.0375025 | -3.4635313
SMIM3 0.4398 | 1.3564 | 841311 | 6.11225 | 2.92E-09 | 8.37E-08 | 10.590832
ZNF77 0.4381 | 1.3548 | 5.67940 | 3.22167 | 0.0014086 | 0.0092102 | -1.8655318
TYMP 0.4372 | 13540 | 9.03423 | 7.93652 | 3.75E-14 | 3.22E-12 | 21.556127
BICCI 0.4371 | 13539 | 6.70545 | 3.61628 | 0.0003483 | 0.0028243 | -0.5734075
PTAFR 0.4363 | 1.3531 | 10.17241 | 8.95049 | 3.20E-17 | 5.74E-15 | 28.468781
CIRL 0.4361 | 1.3529 | 8.43010 | 7.44459 | 9.50E-13 | 5.96E-11 | 18.399445
SH3PXD2B 0.4356 | 1.3525 | 8.14431 | 4.89790 | 1.56E-06 | 2.38E-05 | 4.5440509
CSFI1R 0.4354 | 13522 | 8.23179 | 6.50869 | 3.01E-10 | 1.07E-08 | 12.793975
DRAMI1 0.4344 | 1.3513 | 10.02725 | 7.00462 | 1.52E-11 | 7.70E-10 | 15.696137
ADAPI1 0.4342 | 13511 | 836757 | 5.04708 | 7.63E-07 | 1.25E-05 5.226845
GADD45G 0.4341 | 13511 | 6.53649 | 6.62164 | 1.55E-10 | 5.71E-09 | 13.440948
NDRG1 0.4341 | 1.3511 | 10.65095 | 5.54491 | 6.26E-08 | 1.34E-06 | 7.6294871
LOC100132891 0.4326 | 13496 | 7.19538 | 5.80468 | 1.58E-08 | 3.79E-07 | 8.9566911
C3ARI 0.4324 | 13495 | 9.79850 | 4.72784 | 3.44E-06 | 4.84E-05 | 3.7871058
ASAP2 0.4322 | 13493 | 7.35364 | 5.46738 | 9.35E-08 | 1.93E-06 | 7.2429997
ALDH?2 0.4280 | 1.3453 | 10.98543 | 4.66714 | 4.54E-06 | 6.19E-05 3.522553
FRMD6 0.4266 | 1.3440 | 8.84366 | 3.22602 | 0.0013881 | 0.0091139 | -1.8520518
KMO 0.4254 | 13429 | 9.60623 | 5.17651 | 4.05E-07 | 7.03E-06 | 5.8333418
PLD3 0.4242 | 13418 | 8.73906 | 5.05773 | 7.24E-07 | 1.19E-05 | 5.2762966
FAM171Al1 0.4236 | 13412 | 7.80825 | 2.92620 | 0.0036824 | 0.0198749 | -2.7415442
ZBED6CL 0.4211 | 1.3389 | 9.00477 | 7.17596 | 5.24E-12 | 2.91E-10 | 16.734962
TCN2 0.4201 | 1.3380 | 8.44220 | 8.13763 | 9.61E-15 | 9.58E-13 | 22.885251
LRP12 0.4192 | 13372 | 593130 | 4.56700 | 7.12E-06 | 9.18E-05 | 3.0925749
NRP2 0.4184 | 13364 | 7.97902 | 5.57581 | 5.33E-08 | 1.15E-06 | 7.7847687
TSPO 0.4171 | 1.3352 | 10.95063 | 7.07678 | 9.73E-12 | 5.13E-10 | 16.131471
MOB3C 0.4170 | 1.3352 | 8.13231 | 3.22536 | 0.0013912 | 0.0091249 | -1.8541169
UPP1 0.4156 | 1.3339 | 8.45750 | 4.56492 | 7.19E-06 | 9.23E-05 | 3.0837449
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IGDCC4 0.4153 | 13336 | 6.01166 | 4.13814 | 4.51E-05 | 0.000469 | 1.3443325
RAIl4 0.4150 | 1.3333 | 8.82097 | 4.61384 | 5.77E-06 | 7.66E-05 | 3.2926996
TIMP1 0.4149 | 1.3332 | 13.19170 | 3.90096 | 0.0001173 | 0.0011057 | 0.4436985
LTBP2 0.4138 | 1.3322 | 8.50996 | 2.98224 | 0.0030863 | 0.0171745 | -2.5815097
SVIL 0.4105 | 1.3291 | 7.82320 | 3.66061 | 0.0002953 | 0.0024387 | -0.4196757
CD4 0.4093 | 1.3280 | 8.41899 | 6.90566 | 2.79E-11 1.30E-09 | 15.104501
HTRAI 0.4087 | 1.3275 | 8.95234 | 3.03747 | 0.0025866 | 0.0149226 | -2.4209668
TMEM200C 0.4070 | 1.3260 | 6.09168 | 5.98098 | 6.05E-09 | 1.60E-07 | 9.8851936
IF130 0.4051 | 1.3242 | 13.63700 | 8.60903 | 3.66E-16 | 5.22E-14 | 26.083434
SOCS1 0.4036 | 1.3228 | 8.16353 | 5.74387 | 2.19E-08 | 5.04E-07 8.641582
MYADM 0.4019 | 13213 | 9.84109 | 4.81717 | 2.27E-06 | 3.34E-05 | 4.1818406
UBE2D1 0.4016 | 1.3209 | 10.55901 | 9.89927 | 2.81E-20 | 8.40E-18 | 35.370775
FAM198B 0.4000 | 1.3195 | 10.31028 | 4.14692 | 4.35E-05 | 0.0004561 | 1.3785631
MRAS 0.3987 | 13183 | 8.16467 | 7.01796 | 1.40E-11 | 7.15E-10 | 15.776364
IL3RA 0.3969 | 13167 | 7.87821 | 7.20259 | 4.43E-12 | 2.48E-10 | 16.898054
CEMIP 0.3965 | 13163 | 7.39598 | 2.79902 | 0.0054441 | 0.0271858 | -3.0941131
GSN 0.3927 | 13128 | 10.74468 | 6.29338 | 1.05E-09 | 3.29E-08 | 11.584165
SAMD4A 0.3926 | 13128 | 8.67042 | 6.21414 | 1.64E-09 | 4.94E-08 | 11.146821
FXYD6 0.3908 | 13111 | 7.92227 | 6.46398 | 3.91E-10 | 1.35E-08 | 12.540148
SOWAHC 0.3881 | 1.3087 | 6.86360 | 4.87531 1.73E-06 | 2.61E-05 | 4.4422035
ACVRLI1 0.3870 | 13077 | 836199 | 7.14892 | 6.20E-12 | 3.36E-10 | 16.569815
IL17RA 0.3849 | 1.3057 | 9.33937 | 5.18616 | 3.86E-07 | 6.77E-06 | 5.8790722
TMEM173 0.3845 | 1.3054 | 7.58972 | 6.00450 | 5.32E-09 | 1.45E-07 | 10.010772
OSMR 0.3839 | 1.3049 | 8.75939 | 4.48028 | 1.05E-05 | 0.0001301 | 2.7267974
GLIS2 0.3834 | 1.3045 | 7.34717 | 3.46238 | 0.0006099 | 0.0044884 | -1.0937855
PLXNCI 0.3830 | 1.3041 | 10.54623 | 6.78453 | 5.83E-11 | 2.46E-09 14.38865
FAM213B 0.3816 | 1.3028 | 8.68288 | 5.30823 | 2.10E-07 | 3.96E-06 | 6.4637608
PLEK 0.3808 | 1.3020 | 11.51820 | 6.50291 | 3.11E-10 | 1.10E-08 | 12.761062
SLC2A6 0.3807 | 1.3020 | 9.21628 | 6.83184 | 4.38E-11 1.93E-09 | 14.667157
COL8A2 0.3805 | 13018 | 7.36177 | 3.54659 0.00045 | 0.0034697 | -0.8116446
LYZ 0.3801 | 1.3015 | 13.80866 | 10.60407 | 1.20E-22 | 7.52E-20 | 40.729164
ETHE1 03795 | 13009 | 9.40151 | 5.36524 | 1.58E-07 | 3.09E-06 | 6.7407047
ATP6V1B2 0.3794 | 1.3008 | 10.77934 | 9.40832 | 1.13E-18 | 2.82E-16 | 31.751303
RRAS 03783 | 1.2998 | 831586 | 8.32589 | 2.64E-15 | 3.19E-13 | 24.148848
HEY1 0.3758 | 1.2976 | 8.20834 | 3.00431 | 0.0028768 | 0.0161955 | -2.517688
MYOIB 0.3750 | 1.2968 | 8.27172 | 4.59379 | 6.32E-06 | 8.31E-05 | 3.2067837
B3GNT2 0.3746 | 1.2965 | 10.97816 | 4.62316 | 5.54E-06 | 7.39E-05 | 3.3326935
PLDI 03741 | 1.2960 | 7.38700 | 5.93909 | 7.62E-09 | 1.98E-07 | 9.6625827
MYCL 03741 | 1.2960 | 6.30130 | 6.15597 | 2.28E-09 | 6.67E-08 | 10.828543
SIRPA 0.3732 | 1.2952 | 9.24378 | 5.17966 | 3.99E-07 | 6.94E-06 | 5.8482344
APLNR 03732 | 1.2952 | 7.41801 | 3.74258 | 0.0002167 | 0.0018838 | -0.1308551
PTGFR 0.3729 | 1.2949 | 5.08850 | 4.55480 | 7.52E-06 | 9.64E-05 | 3.0407432
LY75 0.3727 | 1.2947 | 11.10841 | 5.30860 | 2.10E-07 | 3.96E-06 | 6.4655332
FAM20C 03697 | 1.2921 | 8.07913 | 3.94198 | 9.97E-05 | 0.0009588 | 0.5960243
DUSP10 03692 | 1.2916 | 8.71556 | 4.80554 | 2.40E-06 | 3.49E-05 | 4.1301096
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LITAF 0.3684 | 1.2909 | 11.77421 | 4.61148 | 5.83E-06 | 7.73E-05 | 3.2825726
SLCO2B1 03677 | 1.2903 | 9.40287 | 5.19522 | 3.69E-07 | 6.51E-06 | 5.9220907
ILIR1 03674 | 1.2901 | 9.06480 | 4.88167 | 1.68E-06 | 2.55E-05 | 4.4708321
FAMS0B 03648 | 1.2877 | 6.87509 | 4.46769 | 1.11E-05 | 0.0001359 | 2.6741968
DPYD 0.3646 | 1.2875 | 10.18964 | 7.05031 1.15E-11 | 5.95E-10 | 15.971385
CRISPLD2 0.3625 | 1.2856 | 8.36176 | 3.01968 | 0.0027387 | 0.0155434 | -2.4729707
CTSA 0.3624 | 1.2856 | 10.80857 | 5.94913 | 7.21E-09 | 1.89E-07 | 9.7158508
TEADI 03613 | 1.2846 | 8.24499 | 2.93161 | 0.0036206 | 0.0196766 | -2.7262257
PPMIM 03611 | 1.2844 | 7.61969 | 3.65902 | 0.000297 | 0.0024468 | -0.4252072
LGALS3BP 03610 | 1.2843 | 8.84250 | 4.10109 | 5.25E-05 | 0.0005374 | 1.2004808
CTINNDI 0.3608 | 1.2841 | 8.53914 | 4.46475 | 1.12E-05 | 0.0001371 2.661965
GHRL 0.3606 | 1.2840 | 5.15181 | 5.76075 | 2.00E-08 | 4.64E-07 | 8.7287849
CSF2RB 0.3605 | 1.2839 | 11.16474 | 8.86608 | 5.88E-17 | 1.03E-14 | 27.873951
SNX9 0.3586 | 1.2822 | 9.18502 | 4.04068 | 6.71E-05 | 0.000671 0.96847
SDC2 0.3586 | 1.2822 | 8.27317 | 3.08204 | 0.0022387 | 0.0131825 | -2.2894005
EMLI 0.3584 | 1.2820 | 6.44927 | 3.20482 | 0.0014909 | 0.0096678 | -1.9176178
CIR 0.3563 | 1.2801 | 9.85769 | 3.97926 | 8.60E-05 | 0.0008432 | 0.7357109
NFE2L3 0.3559 | 1.2798 | 8.88801 | 5.57497 | 5.35E-08 | 1.15E-06 | 7.7805448
FOSL2 0.3535 | 1.2776 | 7.95292 | 3.77577 | 0.0001909 | 0.0016921 | -0.0122371
GNAI1S 0.3534 | 1.2776 | 8.01179 | 6.64702 | 1.33E-10 | 5.00E-09 | 13.587479
KLHDC8B 0.3533 | 1.2775 | 9.13359 | 7.85693 | 6.38E-14 | 5.13E-12 | 21.036183
OSCAR 0.3530 | 1.2772 | 6.08109 | 6.02998 | 4.62E-09 | 1.27E-07 | 10.147179
VDR 0.3515 | 1.2759 | 9.01976 | 3.74867 | 0.0002117 | 0.0018534 | -0.1091485
CYFIP1 0.3513 | 1.2757 | 10.67548 | 6.68508 | 1.06E-10 | 4.13E-09 | 13.807985
PFKFB3 0.3495 | 1.2741 | 9.61881 | 3.70971 | 0.0002455 | 0.0020822 | -0.2473766
NPL 0.3481 | 1.2729 | 10.42450 | 10.90803 | 1.08E-23 | 9.68E-21 | 43.093545
MB21D2 03478 | 1.2726 | 7.13858 | 5.66418 | 3.35E-08 | 7.51E-07 | 8.2327303
ACOl 0.3478 | 1.2726 | 9.05525 | 5.42067 | 1.19E-07 | 2.40E-06 7.012349
MIR6787 03476 | 1.2724 | 895972 | 4.63315 | 5.29E-06 | 7.13E-05 | 3.3756958
Cl170rf96 0.3454 | 1.2705 | 8.11308 | 6.07370 | 3.62E-09 | 1.02E-07 10.38239
GAS7 0.3453 | 1.2704 | 8.46293 | 5.39549 | 1.35E-07 | 2.68E-06 | 6.8886357
SCPEP1 0.3445 | 1.2697 | 10.58923 | 6.07447 | 3.61E-09 | 1.02E-07 10.38654
RAB31 0.3444 | 1.2696 | 10.82446 | 3.76578 | 0.0001983 | 0.0017483 | -0.0480437
SERPINB9 0.3429 | 1.2683 | 11.60062 | 3.70992 | 0.0002453 | 0.0020822 | -0.2466084
IRF2BPL 0.3428 | 1.2682 | 10.54030 | 4.68482 | 4.18E-06 | 5.80E-05 | 3.5992855
TSHR 0.3426 | 1.2680 | 4.80951 | 2.83415 | 0.0048935 | 0.0249321 | -2.9982094
PARVG 0.3414 | 1.2670 | 8.64133 | 3.09751 | 0.0021284 | 0.0126876 | -2.2432995
VEGFC 0.3408 | 1.2664 | 7.58481 | 4.69467 | 4.00E-06 | 5.56E-05 3.642154
TFEC 0.3363 | 1.2625 | 9.87487 | 9.96832 | 1.66E-20 | 5.79E-18 | 35.887579
PLXND1 0.3363 | 1.2625 | 9.56657 | 5.40447 | 1.29E-07 | 2.58E-06 | 6.9327027
DBNDD2 0.3357 | 1.2620 | 9.59857 | 4.91843 | 1.41E-06 | 2.18E-05 | 4.6369884
LINCO01137 0.3322 | 1.2589 | 6.33660 | 4.22701 | 3.11E-05 | 0.0003403 | 1.6940531
GM2A 0.3318 | 1.2586 | 12.32450 | 5.24809 | 2.84E-07 | 5.14E-06 | 6.1742547
SDSL 0.3314 | 1.2582 | 7.25667 | 6.96170 | 1.98E-11 | 9.65E-10 | 15.438763
EMP2 0.3311 | 1.2580 | 8.22461 | 3.11590 | 0.0020038 | 0.0121292 | -2.1882249
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TM6SF1 0.3310 | 1.2579 | 7.83509 | 5.02273 | 8.58E-07 | 1.39E-05 | 5.1142142
MALTI 0.3303 | 1.2573 | 8.80393 | 3.50906 | 0.0005157 | 0.0038951 | -0.9381534
SLC29A3 0.3279 | 1.2552 | 8.95038 | 8.60062 | 3.88E-16 | 5.30E-14 | 26.025402
CDg&4 0.3277 | 1.2550 | 10.53397 | 6.98094 | 1.76E-11 | 8.70E-10 | 15.554047
AKS 0.3259 | 1.2535 | 6.89453 | 5.42188 | 1.18E-07 | 2.40E-06 | 7.0182951
PHLDA2 0.3252 | 1.2528 | 6.67192 | 4.44368 | 1.23E-05 | 0.0001483 | 2.5742771
THY1 0.3240 | 1.2518 | 9.26628 | 4.33632 | 1.96E-05 | 0.0002266 | 2.1332318
IRAK3 0.3227 | 1.2507 | 7.14650 | 7.23680 | 3.57E-12 | 2.08E-10 | 17.108179
IFI35 0.3224 | 1.2504 | 9.07143 | 3.54419 | 0.0004539 | 0.0034942 | -0.8197676
IL18 03194 | 1.2478 | 9.98758 | 10.81361 | 2.29E-23 | 1.79E-20 | 42.355864
DDR2 03193 | 1.2477 | 8.67437 | 3.61002 | 0.0003564 | 0.0028793 | -0.5949816
ARHGEFI10L 03190 | 1.2475 | 7.87941 | 7.10616 | 8.10E-12 | 4.35E-10 | 16.309599
LAMBI 03173 | 1.2460 | 8.84365 | 2.78361 | 0.0057027 | 0.0280751 | -3.1357934
MYOIF 03155 | 1.2444 | 8.08921 | 7.70072 | 1.79E-13 | 1.32E-11 | 20.025939
SQSTM1 03153 | 1.2442 | 10.65133 | 6.79212 | 5.57E-11 | 2.36E-09 | 14.433256
CAll 0.3147 | 1.2437 | 6.12509 | 5.31156 | 2.07E-07 | 3.93E-06 | 6.4798464
APOL4 03125 | 1.2419 | 6.20535 | 4.53295 | 8.29E-06 | 0.0001054 | 2.9482069
TRIM16 03121 | 1.2415 | 7.51343 | 5.29374 | 2.26E-07 | 4.22E-06 | 6.3937485
PPP1R18 0.3105 | 1.2401 | 10.81873 | 5.26713 | 2.58E-07 | 4.74E-06 | 6.2656136
PXDC1 0.3098 | 1.2395 | 8.26782 | 5.78968 | 1.71E-08 | 4.07E-07 8.878738
VAV3 0.3097 | 1.2395 | 7.77784 | 3.38886 | 0.0007917 | 0.005634 | -1.3349741
TIMP2 0.3097 | 1.2394 | 10.96859 | 3.26606 | 0.0012116 | 0.0081337 | -1.7271285
LAMA4 0.3088 | 1.2386 | 8.21762 | 2.80892 | 0.0052834 | 0.0265312 | -3.0671874
CD68 03077 | 1.2377 | 8.09113 | 8.18886 | 6.78E-15 | 7.33E-13 | 23.227275
APP 03074 | 1.2374 | 9.94904 | 3.95138 | 9.61E-05 | 0.0009307 | 0.6311615
CCND1 0.3069 | 1.2370 | 7.29608 | 6.48352 | 3.49E-10 | 1.22E-08 | 12.650939
SLC22A23 0.3058 | 1.2361 | 7.64285 | 4.48969 | 1.00E-05 | 0.0001258 2.766183
CSTA 0.3057 | 1.2360 | 11.84768 | 8.31353 | 2.88E-15 | 3.41E-13 | 24.065341
PRKCDBP 0.3056 | 1.2360 | 7.77531 | 4.63178 | 5.32E-06 | 7.16E-05 | 3.3697741
LACTB 0.3047 | 1.2352 | 10.13339 | 7.88837 | 5.17E-14 | 4.33E-12 | 21.241174
RBM47 0.3040 | 1.2346 | 9.87658 | 5.25536 | 2.74E-07 | 4.97E-06 | 6.2091103
GNS 0.3038 | 1.2344 | 10.85947 | 5.01256 | 9.01E-07 | 1.45E-05 | 5.0673362
GABBRI 0.3026 | 1.2334 | 12.23394 | 11.38658 | 2.30E-25 | 3.61E-22 | 46.874563
CRYLI 0.3020 | 1.2329 | 7.79093 | 4.15210 | 4.25E-05 | 0.0004479 1.398813
HEPH 0.3020 | 1.2328 | 6.20915 | 2.72282 | 0.0068359 | 0.0324085 | -3.2981977
UBASH3B 0.3020 | 1.2328 | 6.73238 | 2.78389 | 0.0056979 | 0.0280736 | -3.1350414
CLNS 0.3019 | 1.2328 | 9.38245 | 5.02197 | 8.61E-07 | 1.39E-05 | 5.1107146
ITGAV 0.3010 | 1.2320 | 11.37869 | 3.41160 | 0.0007307 | 0.0052718 -1.26091
MSC 0.3004 | 1.2315 | 6.63222 | 5.78947 | 1.72E-08 | 4.07E-07 | 8.8776584
CTSLP8 0.2991 | 1.2304 | 5.71506 | 5.46388 | 9.52E-08 | 1.96E-06 | 7.2256735
CUL9 0.2990 | 1.2303 | 8.32412 | 6.64477 | 1.35E-10 | 5.04E-09 | 13.574493
CAPN3 0.2965 | 1.2282 | 7.67469 | 3.26236 | 0.001227 | 0.0082019 | -1.7387347
MGAT4A 0.2953 | 1.2271 | 9.72957 | 5.34584 | 1.74E-07 | 3.39E-06 | 6.6461656
AC017002.2 0.2950 | 1.2269 | 7.22612 | 2.90378 | 0.0039491 | 0.0209894 | -2.8047805
NOTCH2 0.2950 | 1.2268 | 10.75410 | 5.27439 | 2.49E-07 | 4.62E-06 | 6.3005288
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PAGI 0.2946 | 1.2266 | 10.87002 | 3.24328 | 0.0013093 | 0.0086235 | -1.7983823
MOB3A 0.2943 | 1.2263 | 9.55583 | 3.52190 | 0.0004922 | 0.0037406 | -0.8950152
S100A11 0.2937 | 1.2257 | 10.79228 | 4.57787 | 6.79E-06 | 8.86E-05 | 3.1388597
EGLN3 0.2933 | 1.2255 | 6.81788 | 4.36119 | 1.76E-05 | 0.0002051 | 2.2345495
SLC26A11 0.2931 | 1.2252 | 8.96729 | 6.66853 | 1.17E-10 | 4.51E-09 | 13.711989
DAPK1 0.2929 | 1.2251 | 893032 | 6.36182 | 7.07E-10 | 2.31E-08 | 11.965332
LMNA 0.2928 | 1.2250 | 9.35651 | 5.03466 | 8.10E-07 | 1.32E-05 | 5.1693641
PLIN2 0.2919 | 1.2243 | 11.16464 | 4.85820 | 1.88E-06 | 2.82E-05 | 4.3652709
SEMA4D 0.2918 | 1.2242 | 8.07604 | 3.57465 | 0.000406 | 0.0031939 | -0.7162321
ALASI1 0.2910 | 1.2235 | 10.16842 | 5.34128 | 1.78E-07 | 3.46E-06 | 6.6240292
CD97 0.2903 | 1.2229 | 9.13866 | 6.48578 | 3.44E-10 | 1.21E-08 | 12.663725
MPP1 0.2898 | 1.2224 | 9.55554 | 3.72185 | 0.0002344 | 0.0020076 | -0.2044229
RNF19B 0.2894 | 1.2221 | 8.97956 | 5.88107 | 1.05E-08 | 2.61E-07 | 9.3562776
LARP6 0.2894 | 1.2221 | 6.56688 | 4.52947 | 8.42E-06 | 0.0001066 | 2.9335032
CD44 0.2893 | 1.2220 | 12.74983 | 4.56538 | 7.18E-06 | 9.23E-05 | 3.0856647
TMEMS1 0.2892 | 1.2220 | 7.77225 | 6.68385 | 1.07E-10 | 4.14E-09 13.80088
MAFF 0.2876 | 1.2206 | 8.96543 | 3.71799 | 0.0002379 | 0.0020317 | -0.2181081
FNDC3B 0.2864 | 1.2196 | 10.22012 | 4.27784 | 2.51E-05 | 0.0002814 | 1.8970394
SEMA4A 0.2859 | 1.2191 | 9.93410 | 3.10934 | 0.0020475 | 0.0123182 | -2.207908
C10orfl1 0.2858 | 1.2191 | 7.21459 | 7.83748 | 7.26E-14 | 5.69E-12 | 20.909659
GSDMD 0.2858 | 1.2191 | 7.97777 | 3.95543 | 9.45E-05 | 0.0009187 | 0.6462929
SH3BGRL3 0.2856 | 1.2189 | 11.30702 | 4.18258 | 3.75E-05 | 0.0003993 | 1.5183767
GPR&5 0.2856 | 1.2189 | 598710 | 6.39200 | 5.94E-10 | 1.95E-08 12.13443
HSD17B14 0.2853 | 1.2186 | 7.42249 | 7.01922 | 1.39E-11 | 7.15E-10 | 15.783984
VIM 0.2850 | 1.2184 | 14.33911 | 5.42799 | 1.14E-07 | 2.34E-06 | 7.0483946
FATI 0.2847 | 1.2181 | 7.85659 | 3.00788 | 0.0028442 | 0.016057 | -2.5073134
PTGRI1 0.2845 | 1.2180 | 7.75346 | 5.46280 | 9.57E-08 | 1.96E-06 | 7.2203018
PTGES 0.2844 | 1.2179 | 7.71768 | 3.61073 | 0.0003555 | 0.0028755 | -0.5925534
TMEM178B 0.2843 | 1.2179 | 6.71349 | 4.44513 | 1.22E-05 | 0.0001477 | 2.5803092
FTHI 0.2838 | 1.2174 | 14.82939 | 7.43309 | 1.02E-12 | 6.23E-11 18.32731
MAFB 0.2820 | 1.2159 | 10.90652 | 5.92537 | 8.22E-09 | 2.11E-07 | 9.5899397
CTTNBP2NL 0.2801 | 1.2143 | 9.25518 | 5.53603 | 6.56E-08 | 1.39E-06 | 7.5850117
GRINA 0.2780 | 1.2126 | 8.06789 | 5.84990 | 1.24E-08 | 3.00E-07 | 9.1927575
Cl4o0rf182 0.2780 | 1.2125 | 5.28707 | 2.91948 | 0.0037606 | 0.0202111 | -2.7605579
IL15RA 0.2775 | 1.2121 | 8.38085 | 6.74083 | 7.59E-11 | 3.03E-09 | 14.132716
KDM7A 0.2769 | 1.2116 | 8.44878 | 3.83458 | 0.0001521 | 0.0013856 | 0.2002674
DNASE2B 0.2768 | 1.2115 | 5.13114 | 3.59753 | 0.0003733 | 0.002984 | -0.6379265
SPARC 0.2767 | 1.2114 | 12.73939 | 3.73504 | 0.000223 | 0.0019279 | -0.157662
ARHGAP42 0.2746 | 1.2096 | 6.38423 | 5.13370 | 5.00E-07 | 8.51E-06 | 5.6313253
LDLR 0.2739 | 1.2091 | 7.76251 | 3.25984 | 0.0012375 | 0.0082639 | -1.7466257
SCARBI 0.2737 | 1.2089 | 8.95973 | 3.59724 | 0.0003737 | 0.002984 | -0.6389204
FSTLI 0.2733 | 1.2086 | 10.26409 | 2.78874 | 0.0056155 | 0.0277665 | -3.1219529
ACE 0.2717 | 1.2072 | 6.44775 | 3.00299 | 0.002889 | 0.0162491 | -2.5215036
SPHK1 0.2709 | 1.2066 | 7.68769 | 4.64396 | 5.04E-06 | 6.85E-05 | 3.4222796
UBE2F 0.2708 | 1.2065 | 9.73447 | 5.91140 | 8.87E-09 | 2.26E-07 | 9.5161405
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ACVRI1 0.2702 | 1.2060 | 8.22985 | 4.37267 | 1.67E-05 | 0.0001967 2.281496
ARAP2 0.2700 | 1.2058 | 8.78962 | 3.37649 | 0.0008268 | 0.005852 | -1.3750956
SYNDIG1 0.2687 | 1.2047 | 5.51217 | 4.38752 | 1.57E-05 | 0.0001858 2.342381
NCF2 0.2682 | 1.2043 | 9.36346 | 3.27011 | 0.0011949 | 0.0080392 | -1.714417
NAV2 0.2671 | 1.2034 | 7.32984 | 2.91280 | 0.0038398 | 0.0205303 | -2.7794123
PGD 0.2671 | 1.2034 | 10.51658 | 3.74208 | 0.0002171 | 0.0018847 | -0.1326098
WDFY3 0.2662 | 1.2026 | 7.17523 | 5.27613 | 2.47E-07 | 4.60E-06 | 6.3088974
PIK3CD 0.2656 | 1.2021 | 11.02062 | 3.25062 | 0.001277 | 0.0084466 | -1.7754819
CTBS 0.2648 | 1.2015 | 8.16248 | 4.76841 | 2.85E-06 | 4.09E-05 | 3.9656083
CREGI 0.2643 | 1.2011 | 11.67803 | 6.76937 | 6.39E-11 | 2.66E-09 14.29972
CYP26B1 0.2642 | 1.2009 | 6.69987 | 3.06295 | 0.0023821 | 0.013922 | -2.3459665
DENNDSA 0.2640 | 1.2008 | 9.71179 | 5.41344 | 1.23E-07 | 2.48E-06 | 6.9767817
NINJ1 0.2630 | 1.2000 | 9.56700 | 4.08886 | 5.52E-05 | 0.0005613 | 1.1532598
ATP6API 0.2619 | 1.1991 | 10.29820 | 4.81178 | 2.33E-06 | 3.41E-05 | 4.1578457
ETV3 0.2610 | 1.1983 | 8.50228 | 3.16353 | 0.0017117 | 0.0107231 | -2.0441585
C200rf194 0.2609 | 1.1982 | 7.86843 | 5.50521 | 7.69E-08 | 1.62E-06 | 7.4310417
TNFAIP3 0.2592 | 1.1968 | 11.54283 | 4.85539 | 1.90E-06 | 2.85E-05 | 4.3526859
RHOG 0.2590 | 1.1966 | 10.87449 | 4.91567 | 1.43E-06 | 2.20E-05 | 4.6244598
MPP7 0.2578 | 1.1956 | 5.11361 | 2.84116 | 0.0047899 | 0.0245438 | -2.9789426
CDH13 0.2572 | 1.1951 | 5.50156 | 3.13128 | 0.0019048 | 0.0117106 | -2.1419236
KALI 0.2567 | 1.1947 | 7.45071 | 4.48039 | 1.05E-05 | 0.0001301 | 2.7272691
GRN 0.2561 | 1.1943 | 11.21323 | 4.23913 | 2.96E-05 | 0.0003245 | 1.7422343
CRIM1 0.2560 | 1.1941 | 7.90024 | 3.59486 | 0.0003769 | 0.0030056 | -0.6470852
CHST2 0.2556 | 1.1939 | 9.94000 | 3.60883 | 0.000358 | 0.0028846 | -0.5990683
APOC2 0.2553 | 1.1936 | 9.04941 | 3.95065 | 9.64E-05 | 0.000932 | 0.6284168
TBCI1D2 0.2548 | 1.1932 | 6.94699 | 8.11596 | 1.11E-14 | 1.07E-12 | 22.740998
TMEM?2 0.2542 | 1.1926 | 7.37513 | 2.59767 | 0.0098297 | 0.0431776 | -3.6217271
MMP14 0.2537 | 1.1923 | 8.65720 | 5.80164 | 1.61E-08 | 3.84E-07 | 8.9408656
TRAFDI 0.2536 | 1.1922 | 9.42638 | 3.47288 | 0.0005874 | 0.0043496 | -1.0589556
NAGK 0.2527 | 1.1914 | 10.95334 | 5.33232 | 1.86E-07 | 3.58E-06 | 6.5804613
CYP7BI 0.2523 | 1.1911 | 4.86991 | 4.28244 | 2.46E-05 | 0.000277 | 1.9155191
HEXB 0.2518 | 1.1907 | 11.14059 | 5.27400 | 2.50E-07 | 4.62E-06 | 6.2986796
HDGFRP3 0.2517 | 1.1906 | 8.53693 | 2.85986 | 0.0045231 | 0.0234449 | -2.9273025
RRAGD 0.2515 | 1.1905 | 10.68353 | 3.47334 | 0.0005865 | 0.0043496 | -1.057417
CD&l1 0.2515 | 1.1904 | 12.27859 | 6.25114 | 1.33E-09 | 4.10E-08 11.3505
HECW2 0.2512 | 1.1902 | 7.88454 | 3.70503 | 0.0002499 | 0.0021165 | -0.2638874
GAS2L1 0.2499 | 1.1892 | 7.54861 | 5.17352 | 4.11E-07 | 7.11E-06 | 5.8191624
BCL3 0.2494 | 1.1887 | 8.42961 | 3.82684 | 0.0001567 | 0.0014197 | 0.1721101
FAM210B 0.2490 | 1.1884 | 9.18641 | 6.20705 | 1.71E-09 | 5.09E-08 | 11.107943
LIMAL1 0.2486 | 1.1880 | 10.09510 | 2.70826 | 0.0071358 | 0.0335626 | -3.3365856
NRIP1 0.2481 | 1.1876 | 10.28749 | 3.31916 | 0.0010095 | 0.0069699 | -1.559205
FERMT2 0.2474 | 1.1871 | 9.17656 | 3.02453 | 0.0026965 | 0.0153733 | -2.4588409
SLC46A3 0.2474 | 1.1870 | 8.57055 | 4.14569 | 4.37E-05 | 0.0004576 | 1.3737816
ARSD 0.2474 | 1.1870 | 7.26342 | 5.31231 | 2.06E-07 | 3.93E-06 | 6.4834788
LOC100505474 02472 | 1.1869 | 6.19843 | 4.67304 | 4.42E-06 | 6.06E-05 | 3.5481508
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CD274 0.2469 | 1.1867 | 9.25178 | 9.03885 | 1.69E-17 | 3.32E-15 | 29.094971
PDE10A 0.2466 | 1.1864 | 5.75643 | 3.31439 | 0.0010263 | 0.0070559 | -1.5744077
EFHD2 0.2464 | 1.1863 | 9.95167 | 5.33690 | 1.82E-07 | 3.52E-06 | 6.6027343
TNFAIPSL2 0.2454 | 1.1854 | 9.15441 | 6.45920 | 4.02E-10 | 1.37E-08 12.51311
GPX1 0.2449 | 1.1850 | 12.70850 | 8.61106 | 3.61E-16 | 5.22E-14 | 26.097461
ITPR1 0.2444 | 1.1846 | 10.19526 | 4.15247 | 4.25E-05 | 0.0004479 | 1.4002616
ALPK1 0.2444 | 1.1846 | 7.97397 | 5.74478 | 2.18E-08 | 5.03E-07 | 8.6463053
DLLI 0.2443 | 1.1845 | 6.83977 | 4.41927 | 1.37E-05 | 0.0001641 | 2.4731524
CSTB 0.2440 | 1.1843 | 13.54187 | 4.46125 | 1.14E-05 | 0.0001387 | 2.6473626
GPR124 0.2439 | 1.1842 | 7.39596 | 3.16373 | 0.0017106 | 0.0107231 | -2.0435719
SMAD7 0.2432 | 1.1836 | 8.29434 | 2.73003 | 0.0066915 | 0.0318593 | -3.2791057
ANTXR2 0.2429 | 1.1833 | 8.92817 | 5.40762 | 1.27E-07 | 2.55E-06 | 6.9481815
TTC7B 0.2427 | 1.1832 | 7.12453 | 3.14070 | 0.0018465 | 0.0113965 | -2.113476
ARNTL2 0.2422 | 1.1828 | 7.93315 | 3.56755 | 0.0004168 | 0.0032659 | -0.7404218
PDXK 0.2417 | 1.1824 | 9.51100 | 3.38270 | 0.000809 | 0.0057444 | -1.3549836
SLCS51A 0.2413 | 1.1821 | 5.45575 | 3.71313 | 0.0002423 | 0.0020666 | -0.2352984
ABCC3 0.2409 | 1.1818 | 7.59706 | 5.38795 | 1.40E-07 | 2.77E-06 | 6.8517133
FGD5 0.2409 | 1.1817 | 7.21090 | 3.84932 | 0.0001436 | 0.0013277 | 0.2539911
ST3GAL1 0.2402 | 1.1812 | 8.79438 | 3.36525 0.00086 | 0.0060653 | -1.411415
LHFPL2 0.2400 | 1.1810 | 9.80733 | 3.60668 | 0.0003609 | 0.0029002 | -0.606488
HEBP1 0.2396 | 1.1807 | 9.34662 | 4.83637 | 2.08E-06 | 3.09E-05 | 4.2675215
PAQRS 0.2395 | 1.1806 | 8.71590 | 4.67127 | 4.45E-06 | 6.10E-05 | 3.5404569
CMTM3 0.2389 | 1.1801 | 9.71081 | 5.16059 | 4.38E-07 | 7.54E-06 | 5.7580211
MIR5193 0.2374 | 1.1789 | 8.12676 | 3.29789 | 0.0010863 | 0.0074281 | -1.6267726
FERMT3 0.2373 | 1.1788 | 9.48831 | 5.00391 | 9.39E-07 | 1.50E-05 | 5.0274825
COL27A1 0.2367 | 1.1783 | 7.69656 | 3.46845 | 0.0005968 | 0.0044022 | -1.073653
GPC4 0.2365 | 1.1781 | 6.12554 | 2.65824 | 0.0082588 | 0.0375927 | -3.4669637
PLXNB2 0.2365 | 1.1781 | 9.28017 | 3.53580 | 0.000468 | 0.0035912 | -0.8481333
ATP6VIA 0.2363 | 1.1780 | 12.29023 | 6.17116 | 2.10E-09 | 6.18E-08 | 10.911451
AHNAK 0.2359 | 1.1776 | 10.39759 | 2.88125 | 0.0042347 | 0.022252 | -2.8678593
KEL 0.2353 | 1.1772 | 6.18615 | 3.29038 | 0.0011148 | 0.0075917 | -1.6505433
ABHDS5 0.2353 | 1.1771 | 7.36013 | 4.45044 | 1.19E-05 | 0.0001446 | 2.6023509
WIPI1 0.2352 | 1.1771 | 8.90420 | 5.00844 | 9.19E-07 | 1.47E-05 | 5.0483383
FGFR1 0.2352 | 1.1771 | 9.03339 | 3.01868 | 0.0027476 | 0.0155794 | -2.4758939
IER2 0.2340 | 1.1761 | 11.49174 | 3.68617 | 0.0002683 | 0.0022482 | -0.3302263
SLAME8 0.2339 | 1.1760 | 10.51447 | 9.11282 | 9.87E-18 | 2.00E-15 | 29.621898
TSHZ3 0.2338 | 1.1760 | 6.76067 | 3.80613 | 0.0001698 | 0.001527 0.097106
NQO1 0.2338 | 1.1759 | 8.31011 | 3.14510 | 0.0018198 | 0.0112873 | -2.1001683
TNFRSF14 0.2335 | 1.1757 | 8.63616 | 7.64460 | 2.59E-13 | 1.83E-11 19.66635
RBPMS 0.2333 | 1.1755 | 7.93297 | 3.12556 | 0.0019411 | 0.0118524 | -2.1591722
TSPAN33 0.2330 | 1.1753 | 10.02803 | 3.74383 | 0.0002156 | 0.0018774 | -0.1263869
FRMDA4A 0.2322 | 1.1746 | 8.31886 | 2.74812 | 0.0063417 | 0.0305827 | -3.231034
KIAA0930 0.2316 | 1.1741 | 9.89304 | 5.59430 | 4.84E-08 | 1.06E-06 | 7.8780293
NAV1 0.2314 | 1.1739 | 7.42657 | 2.81769 | 0.0051449 | 0.0259809 | -3.0432914
GALNT6 0.2311 | 1.1737 | 8.26229 | 2.65483 | 0.0083408 | 0.0378664 | -3.4757646
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ST3GALS 0.2305 | 1.1733 | 9.94857 | 5.22866 | 3.13E-07 | 5.56E-06 | 6.0813611
FKBP9 0.2304 | 1.1731 | 8.60177 | 2.90916 | 0.0038836 | 0.0207114 | -2.7896595
GLA 0.2303 | 1.1731 | 10.61026 | 5.49208 | 8.23E-08 | 1.72E-06 | 7.3656782
MAN2B1 0.2285 | 1.1716 | 10.62630 | 4.66170 | 4.65E-06 | 6.33E-05 | 3.4989765
ANPEP 0.2277 | 1.1710 | 6.22909 | 4.38482 | 1.59E-05 | 0.0001877 2.331292
MIR100HG 0.2264 | 1.1699 | 6.64298 | 4.88607 | 1.65E-06 | 2.51E-05 | 4.4906404
ACSL4 0.2259 | 1.1695 | 8.30060 | 3.77483 | 0.0001915 | 0.0016958 | -0.0156135
RNF217 0.2252 | 1.1689 | 6.11816 | 3.63101 | 0.0003297 | 0.0026949 | -0.522509
TNS3 0.2230 | 1.1671 | 11.89923 | 3.11035 | 0.0020407 | 0.0123063 | -2.2048853
GLUL 0.2220 | 1.1663 | 13.04116 | 5.49352 | 8.17E-08 | 1.72E-06 | 7.3728375
SGPL1 0.2210 | 1.1655 | 9.98245 | 6.74132 | 7.57E-11 | 3.03E-09 | 14.135619
EHBP1L1 0.2206 | 1.1652 | 8.12469 | 4.63110 | 5.34E-06 | 7.16E-05 | 3.3668521
LOC100996717 0.2204 | 1.1650 | 8.80884 | 4.22068 | 3.20E-05 | 0.0003482 | 1.6689226
SNAI2 0.2203 | 1.1649 | 8.60080 | 2.94578 | 0.0034632 | 0.0189688 | -2.685965
FUT4 0.2202 | 1.1649 | 7.75919 | 4.69550 | 3.99E-06 | 5.55E-05 | 3.6457946
PALLD 0.2196 | 1.1644 | 10.46422 | 3.84261 | 0.0001474 | 0.0013517 | 0.2295175
LOC645166 0.2195 | 1.1643 | 7.21151 | 2.83553 | 0.0048728 | 0.0248875 | -2.9944026
TSPAN14 0.2185 | 1.1636 | 8.25076 | 4.66749 | 4.53E-06 | 6.19E-05 | 3.5240594
TRPV2 0.2178 | 1.1630 | 9.06487 | 5.85570 | 1.20E-08 | 2.93E-07 | 9.2231379
PARVA 0.2174 | 1.1627 | 7.13150 | 2.74306 | 0.0064379 | 0.0309186 | -3.2445152
LIMS3 0.2168 | 1.1622 | 531107 | 2.81336 | 0.0052128 | 0.0262188 | -3.0550976
CCL15 0.2163 | 1.1618 | 4.67458 | 3.30954 | 0.0010436 | 0.0071671 | -1.5898201
FABP3 0.2155 | 1.1611 | 6.95830 | 3.66864 | 0.0002865 | 0.002379 -0.39164
ZFYVE16 0.2148 | 1.1606 | 9.13451 | 4.61013 | 5.87E-06 | 7.76E-05 | 3.2767427
ACVRIB 0.2146 | 1.1604 | 8.49676 | 3.25511 | 0.0012576 | 0.0083713 | -1.7614207
FILIPIL 0.2144 | 1.1602 | 9.31878 | 2.90573 | 0.0039253 | 0.0208805 | -2.7993106
ZNF697 0.2139 | 1.1598 | 6.71141 | 3.11003 | 0.0020429 | 0.0123063 | -2.2058513
LINCO00173 0.2132 | 1.1592 | 7.22210 | 2.90584 | 0.0039239 | 0.0208805 | -2.799001
LCP1 0.2132 | 1.1592 | 12.93022 | 4.21405 | 3.29E-05 | 0.0003549 | 1.6426204
FGR 0.2131 | 1.1592 | 8.62810 | 8.49053 | 8.41E-16 | 1.08E-13 | 25.268879
PXN 0.2127 | 1.1589 | 7.94007 | 4.52937 | 8.42E-06 | 0.0001066 | 2.9330906
SLCO3A1 02118 | 1.1582 | 8.16012 | 2.95779 | 0.0033346 | 0.0183929 | -2.6516831
ARHGAP30 0.2118 | 1.1581 | 9.32161 | 2.79988 | 0.0054298 | 0.0271361 | -3.0917551
SNX18 0.2116 | 1.1580 | 9.78392 | 2.77338 | 0.0058807 | 0.0288158 | -3.1633742
TNSI 0.2115 | 1.1579 | 8.48790 | 2.75772 | 0.0061627 | 0.0299871 | -3.2053816
VASHI 0.2111 | 1.1576 | 7.56243 | 6.76497 | 6.56E-11 | 2.66E-09 | 14.273954
TLR1 0.2109 | 1.1574 | 8.51392 | 5.76755 | 1.93E-08 | 4.51E-07 | 8.7639717
SERPINH]1 0.2108 | 1.1573 | 8.74723 | 2.62564 | 0.0090737 | 0.0405957 | -3.5506835
ATP6VOD2 0.2105 | 1.1571 | 6.28017 | 3.19653 | 0.001533 | 0.0098594 | -1.9431603
RIPK3 0.2101 | 1.1568 | 6.17891 | 3.66763 | 0.0002876 | 0.0023848 | -0.3951468
THAP10 0.2101 | 1.1568 | 5.24999 | 5.24502 | 2.88E-07 | 5.20E-06 | 6.1595868
PLSCR1 0.2097 | 1.1564 | 11.31142 | 6.00009 | 5.45E-09 | 1.48E-07 | 9.9871847
NFKBIA 0.2087 | 1.1556 | 12.77834 | 4.92474 | 1.37E-06 | 2.12E-05 | 4.6656321
BMP2K 0.2085 | 1.1555 | 9.89488 | 4.21919 | 3.22E-05 | 0.0003498 | 1.6630001
MEGF9 0.2085 | 1.1555 | 8.31692 | 3.45266 | 0.0006315 | 0.0046146 | -1.1259544
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CMKLR1 0.2085 | 1.1554 | 8.59309 | 7.23039 | 3.72E-12 | 2.14E-10 | 17.068725
THSD4 0.2084 | 1.1554 | 7.00887 | 3.26470 | 0.0012172 | 0.008154 | -1.7313869
GRBI10 0.2081 | 1.1552 | 7.52250 | 2.93978 | 0.003529 | 0.0192557 | -2.7030213
SLC6A6 0.2076 | 1.1548 | 9.71671 | 4.02731 | 7.09E-05 | 0.0007049 | 0.9175115
ASAHI1 0.2074 | 1.1546 | 12.42146 | 8.57017 | 4.81E-16 | 6.29E-14 | 25.815603
ARRBI 0.2069 | 1.1542 | 7.58267 | 7.17071 | 5.41E-12 | 2.98E-10 | 16.702878
PSAP 0.2069 | 1.1542 | 13.62465 | 8.96469 | 2.89E-17 | 5.34E-15 28.56915
H2AFY2 0.2066 | 1.1540 | 7.09429 | 6.07130 | 3.67E-09 | 1.03E-07 | 10.369427
TCIRG1 0.2062 | 1.1537 | 991427 | 4.21425 | 3.28E-05 | 0.0003549 1.643416
STATI 0.2057 | 1.1533 | 12.51881 | 6.28536 | 1.10E-09 | 3.43E-08 | 11.539703
7YX 0.2056 | 1.1532 | 8.28874 | 3.08927 | 0.0021866 | 0.0129417 | -2.2678904
ABHDI16A 0.2056 | 1.1531 | 837972 | 4.79668 | 2.50E-06 | 3.62E-05 | 4.0907691
FLNA 0.2049 | 1.1526 | 9.04408 | 3.79844 | 0.0001749 | 0.0015619 | 0.0693206
LIN7A 0.2047 | 1.1525 | 6.13321 | 3.66380 | 0.0002918 | 0.0024161 | -0.4085422
LOC645984 0.2037 | 1.1516 | 5.03379 | 4.26455 | 2.66E-05 | 0.0002961 | 1.8437529
SLC39A11 0.2036 | 1.1516 | 9.20228 | 3.17957 | 0.0016226 | 0.0102861 | -1.9951787
SRC 0.2031 | 1.1512 | 8.02584 | 3.87577 | 0.0001295 | 0.0012116 0.350869
BOK 0.2026 | 1.1508 | 6.43297 | 3.03326 | 0.0026218 | 0.0150257 | -2.4332974
SLC37A2 0.2019 | 1.1503 | 5.74537 | 4.72649 | 3.46E-06 | 4.86E-05 | 3.7811886
MAP7D1 0.2014 | 1.1498 | 8.92499 | 5.02785 | 8.37E-07 | 1.36E-05 | 5.1378688
LPCAT2 0.2009 | 1.1494 | 6.90762 | 5.46868 | 9.29E-08 | 1.92E-06 | 7.2494809
PRRX1 0.2007 | 1.1493 | 9.67395 | 4.01085 | 7.57E-05 | 0.0007509 | 0.8550388
AVPI1 0.2000 | 1.1487 | 7.26395 | 4.19551 | 3.55E-05 | 0.0003803 1.569327
WDFY1 0.1987 | 1.1477 | 10.84225 | 3.11689 | 0.0019973 | 0.0121016 | -2.1852585
SRGAPI 0.1986 | 1.1476 | 6.13613 | 3.09760 | 0.0021278 | 0.0126876 | -2.2430306
KIAA0247 0.1984 | 1.1474 | 10.64726 | 4.00904 | 7.63E-05 | 0.0007545 | 0.8481768
NABP1 0.1979 | 1.1470 | 9.98533 | 4.48858 | 1.01E-05 | 0.0001262 | 2.7615389
BLVRA 0.1979 | 1.1470 | 10.54071 | 4.55090 | 7.65E-06 | 9.79E-05 | 3.0242176
TGM2 0.1976 | 1.1468 | 7.75122 | 4.17905 | 3.80E-05 | 0.0004046 | 1.5044799
RARB 0.1975 | 1.1467 | 6.54342 | 5.18439 | 3.90E-07 | 6.79E-06 | 5.8706746
TBCID10A 0.1973 | 1.1466 | 7.65689 | 4.59012 | 6.42E-06 | 8.43E-05 | 3.1911144
FMNLI1 0.1967 | 1.1461 | 7.40609 | 2.91386 | 0.0038271 | 0.0204814 | -2.7764007
S100A11P1 0.1967 | 1.1461 | 9.77481 | 4.41022 | 1.42E-05 | 0.0001694 | 2.4357938
TNIP2 0.1954 | 1.1451 | 9.81365 | 4.53309 | 8.29E-06 | 0.0001054 | 2.9488141
SP140L 0.1948 | 1.1445 | 9.10685 | 3.00114 | 0.0029061 | 0.0163312 | -2.5268945
TRPM2 0.1944 | 1.1443 | 6.97375 | 3.18728 | 0.0015813 | 0.0101282 | -1.9715586
VPS37C 0.1944 | 1.1443 | 9.77518 | 5.08320 | 6.40E-07 | 1.06E-05 | 5.3948304
SLITRK4 0.1942 | 1.1441 | 5.01408 | 3.18110 | 0.0016143 | 0.0102457 | -1.9905027
LOC101928830 0.1942 | 1.1441 | 12.72881 | 3.95383 | 9.52E-05 | 0.0009231 | 0.6403211
LGALS9 0.1929 | 1.1431 | 7.80784 | 4.04516 | 6.59E-05 0.00066 0.985551
MAPILC3A 0.1924 | 1.1427 | 8.29017 | 3.94322 | 9.93E-05 | 0.0009556 | 0.6006457
VACI14 0.1921 | 1.1425 | 8.07347 | 3.57598 | 0.0004041 | 0.0031863 | -0.711686
RSPO3 0.1913 | 1.1418 | 7.85199 | 4.31969 | 2.10E-05 | 0.0002389 | 2.0657905
SLC8B1 0.1910 | 1.1416 | 6.75214 | 4.34246 | 1.91E-05 | 0.0002211 | 2.1582283
ARNTL 0.1900 | 1.1408 | 8.10349 | 4.73203 | 3.37E-06 | 4.76E-05 | 3.8054832
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LAMP2 0.1900 | 1.1408 | 11.05550 | 4.02045 | 7.29E-05 | 0.0007236 0.891457
IFNGR1 0.1899 | 1.1407 | 11.86242 | 6.89474 | 2.99E-11 1.38E-09 | 15.039587
SLCI5A3 0.1894 | 1.1403 | 9.54144 | 3.30773 | 0.0010501 | 0.0072041 | -1.5955695
RGS3 0.1890 | 1.1400 | 891152 | 4.46153 | 1.14E-05 | 0.0001387 2.648512
SLC22A18 0.1889 | 1.1399 | 7.64580 | 4.74629 | 3.16E-06 | 4.48E-05 | 3.8681296
ATG7 0.1883 | 1.1394 | 8.67385 | 8.65435 | 2.66E-16 | 3.97E-14 | 26.396828
KCND3 0.1877 | 1.1390 | 6.64873 | 3.12767 | 0.0019277 | 0.0117933 | -2.1528188
SHISAS 0.1872 | 1.1386 | 7.18305 | 4.10402 | 5.19E-05 | 0.0005335 | 1.2118297
RXRA 0.1872 | 1.1386 | 7.95478 | 4.41147 | 1.41E-05 | 0.0001688 | 2.4409841
SDK1 0.1871 | 1.1385 | 5.86704 | 2.99830 | 0.0029325 | 0.0164352 | -2.5350972
SCLY 0.1870 | 1.1384 | 6.81991 | 3.83111 | 0.0001542 | 0.0014004 | 0.1876361
NEUI 0.1868 | 1.1382 | 8.85780 | 3.53416 | 0.0004708 | 0.0036082 | -0.8536758
GGTS 0.1862 | 1.1378 | 7.08938 | 3.86156 | 0.0001369 | 0.0012714 | 0.2987348
B4GALTS 0.1840 | 1.1360 | 9.91581 | 2.89086 | 0.0041106 | 0.0217008 | -2.8409956
NPClI 0.1839 | 1.1360 | 9.58226 | 6.48045 | 3.55E-10 | 1.23E-08 | 12.633491
ENG 0.1838 | 1.1358 | 8.64611 | 3.24411 | 0.0013056 | 0.0086082 | -1.795785
AZIN2 0.1834 | 1.1356 | 6.42616 | 3.37484 | 0.0008316 | 0.0058718 | -1.3804451
TGFB1 0.1833 | 1.1355 | 8.47149 | 2.72732 | 0.0067454 | 0.0320766 | -3.2862836
CRTAP 0.1832 | 1.1354 | 10.93559 | 4.39483 | 1.52E-05 | 0.0001804 | 2.3724088
TXN 0.1827 | 1.1350 | 12.42003 | 3.84245 | 0.0001475 | 0.0013517 | 0.2289277
CCNYLI 0.1822 | 1.1346 | 9.07047 | 4.12548 | 4.75E-05 | 0.0004925 1.295023
GEM 0.1821 | 1.1346 | 9.28606 | 4.83114 | 2.13E-06 | 3.16E-05 | 4.2441424
MICALI1 0.1819 | 1.1343 | 9.07770 | 3.53190 | 0.0004747 | 0.0036291 | -0.8612947
IL2RG 0.1813 | 1.1339 | 9.32141 | 3.55715 | 0.0004329 | 0.0033772 | -0.7758181
GALC 0.1812 | 1.1338 | 8.93934 | 5.23350 | 3.05E-07 | 5.45E-06 | 6.1044836
SERACI 0.1810 | 1.1337 | 6.18492 | 3.48921 | 0.0005539 | 0.0041443 | -1.0045572
APOC1 0.1808 | 1.1335 | 12.33478 | 7.88311 | 5.35E-14 | 4.42E-12 | 21.206826
IKBKE 0.1807 | 1.1334 | 8.73087 | 4.33560 | 1.96E-05 | 0.0002269 | 2.1303301
NUBI 0.1805 | 1.1333 | 10.12535 | 3.68504 | 0.0002694 | 0.0022518 | -0.3342106
STATSA 0.1797 | 1.1327 | 8.71510 | 3.39254 | 0.0007815 | 0.0055806 | -1.323029
PDE6G 0.1795 | 1.1325 | 6.66289 | 3.73808 | 0.0002204 | 0.001911 | -0.1468414
EGR2 0.1794 | 1.1324 | 9.50683 | 4.82931 | 2.15E-06 | 3.18E-05 4.235985
COROIC 0.1787 | 1.1319 | 11.08042 | 3.45110 | 0.000635 | 0.004635 | -1.1311195
GSTT2 0.1774 | 1.1309 | 4.30861 | 3.54942 | 0.0004453 | 0.0034425 | -0.8020429
HEATRS5A 0.1773 | 1.1308 | 8.34393 | 3.88444 | 0.0001252 | 0.0011764 | 0.3827492
TES 0.1772 | 1.1307 | 10.98346 | 3.72142 | 0.0002348 | 0.0020082 | -0.2059738
PRRGI 0.1770 | 1.1305 | 6.22631 | 3.05795 | 0.002421 | 0.0141365 | -2.3607444
CDK18 0.1770 | 1.1305 | 5.11392 | 4.32061 | 2.09E-05 | 0.0002384 | 2.0695091
TMTC2 0.1769 | 1.1305 | 6.93821 | 3.14473 | 0.001822 | 0.0112897 | -2.1012608
Clorf226 0.1762 | 1.1299 | 5.25204 | 4.06680 | 6.04E-05 | 0.0006102 1.068396
GALNTI0 0.1762 | 1.1299 | 7.16584 | 2.62789 | 0.0090151 | 0.0404408 | -3.5449201
SH3RF3 0.1761 | 1.1298 | 6.56305 | 3.14529 | 0.0018186 | 0.0112873 | -2.0995923
PI4K2A 0.1760 | 1.1298 | 8.61218 | 4.67376 | 4.40E-06 | 6.06E-05 | 3.5512658
CPNE2 0.1757 | 1.1295 | 9.04146 | 3.10451 | 0.0020802 | 0.0124591 | -2.2223672
ITGAS 0.1756 | 1.1295 | 7.83880 | 3.14972 | 0.0017921 | 0.0111377 | -2.086157
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MINK1 0.1755 | 1.1293 | 9.92749 | 2.66814 | 0.0080246 | 0.0368206 | -3.4413395
CHRNAI 0.1753 | 1.1292 | 5.38698 | 3.51311 | 0.0005082 | 0.0038476 | -0.9245502
NRIP3 0.1751 | 1.1290 | 6.78152 | 2.69196 | 0.0074856 | 0.0348828 | -3.3793218
GUCY1B3 0.1748 | 1.1288 | 9.06038 | 5.99973 | 5.46E-09 | 1.48E-07 | 9.9852627
PTPN12 0.1741 | 1.1282 | 10.44841 | 3.04024 | 0.0025636 | 0.0148174 | -2.4128536
SRXN1 0.1739 | 1.1281 | 8.72025 | 3.17932 | 0.001624 | 0.0102861 | -1.9959582
NADK 0.1738 | 1.1280 | 10.54575 | 3.43426 | 0.0006743 | 0.0049042 | -1.1865976
KCTDI11 0.1736 | 1.1279 | 7.32947 | 3.69979 | 0.0002548 | 0.0021501 | -0.2823611
Cl12orf5 0.1730 | 1.1274 | 10.13520 | 6.16546 | 2.17E-09 | 6.35E-08 | 10.880306
CCDC&81 0.1728 | 1.1273 | 4.44409 | 3.41620 | 0.0007189 | 0.0052047 | -1.2458655
STRA6 0.1728 | 1.1272 | 7.17525 | 4.93800 | 1.29E-06 | 2.01E-05 | 4.7258711
FAM102B 0.1723 | 1.1269 | 9.48136 | 2.70788 | 0.0071437 | 0.0335637 | -3.3375724
PCK2 0.1716 | 1.1263 | 8.66862 | 2.60411 | 0.0096508 | 0.0425111 | -3.605439
STX3 0.1715 | 1.1262 | 7.86180 | 4.86368 | 1.83E-06 | 2.75E-05 | 4.3898937
ASAP1 0.1713 | 1.1261 | 10.32639 | 3.58097 | 0.0003967 | 0.0031443 | -0.6946543
POMGNT?2 0.1701 | 1.1251 | 6.88588 | 2.88918 | 0.0041321 | 0.0217962 | -2.8457168
AGAP3 0.1694 | 1.1246 | 8.36879 | 5.31786 | 2.00E-07 | 3.84E-06 | 6.5103881
TSPANI10 0.1694 | 1.1246 | 7.44305 | 4.53866 | 8.08E-06 | 0.0001031 | 2.9723681
SPREDI1 0.1684 | 1.1238 | 8.53990 | 6.80476 | 5.16E-11 | 2.22E-09 | 14.507591
LINCO01010 0.1683 | 1.1237 | 5.78550 | 2.85747 | 0.0045565 | 0.0235806 | -2.9339269
ZDHHCI18 0.1679 | 1.1234 | 8.26856 | 4.74981 | 3.11E-06 | 4.44E-05 3.883627
MMP25 0.1677 | 1.1233 | 7.01658 | 5.98022 | 6.08E-09 | 1.60E-07 | 9.8811492
ITM2B 0.1675 | 1.1231 | 12.70096 | 4.36871 1.70E-05 | 0.0001993 2.265302
MCHRI1 0.1672 | 1.1228 | 5.82706 | 2.86563 | 0.0044436 | 0.023128 | -2.9112997
Cl170rf49 0.1671 | 1.1228 | 12.19270 | 4.95649 | 1.18E-06 | 1.85E-05 | 4.8101572
UBE2Z 0.1671 | 1.1228 | 9.49257 | 3.73595 | 0.0002222 | 0.0019239 | -0.1544158
EHD4 0.1665 | 1.1223 | 10.04785 | 2.65186 | 0.0084128 | 0.0381005 | -3.4834179
NBEAL2 0.1662 | 1.1221 | 7.60696 | 2.92974 | 0.0036418 | 0.0197407 | -2.7315167
SLC36A1 0.1655 | 1.1215 | 8.10804 | 5.18557 | 3.87E-07 | 6.77E-06 5.876286
MAOB 0.1652 | 1.1213 | 7.18070 | 5.65887 | 3.44E-08 | 7.69E-07 | 8.2056706
MGATI1 0.1651 | 1.1213 | 9.50889 | 3.92527 | 0.0001066 | 0.0010167 | 0.5338039
JAK1 0.1650 | 1.1211 | 12.28663 | 2.65337 | 0.008376 | 0.0379886 | -3.4795144
HLX 0.1648 | 1.1210 | 6.72387 | 5.70329 | 2.72E-08 | 6.17E-07 | 8.4328296
FAM127B 0.1644 | 1.1207 | 6.99550 | 2.92777 | 0.0036644 | 0.0198288 | -2.7371064
ACADVL 0.1639 | 1.1203 | 9.97562 | 2.85212 | 0.0046318 | 0.0238702 | -2.9487041
CARDO6 0.1636 | 1.1201 | 8.52010 | 3.33910 | 0.0009421 | 0.0065745 -1.4955
SGTB 0.1634 | 1.1199 | 9.97402 | 5.88583 | 1.02E-08 | 2.56E-07 9.381354
CSGALNACTI 0.1633 | 1.1198 | 7.87600 | 3.45816 | 0.0006192 | 0.004546 | -1.107774
BRI3 0.1630 | 1.1196 | 11.27773 | 7.44138 | 9.70E-13 | 6.03E-11 | 18.379339
RSUI 0.1621 | 1.1189 | 10.47105 | 4.32885 | 2.02E-05 | 0.0002318 | 2.1029267
MARVELDI 0.1621 | 1.1189 | 8.00003 | 2.94469 | 0.0034751 | 0.0190174 | -2.6890721
AMPD3 0.1619 | 1.1188 | 9.45371 | 2.71562 | 0.0069828 | 0.0330025 | -3.3172082
ACER3 0.1616 | 1.1185 | 9.45468 | 3.67833 | 0.0002763 0.0023 | -0.3577099
ACOT9 0.1613 | 1.1183 | 9.52648 | 4.04880 | 6.50E-05 | 0.0006513 | 0.9994542
TSPAN4 0.1612 | 1.1182 | 9.15263 | 7.51437 | 6.05E-13 | 3.92E-11 | 18.838791
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NECAP2 0.1608 | 1.1179 | 9.27555 | 6.34589 | 7.75E-10 | 2.51E-08 | 11.876321
PTPN6 0.1604 | 1.1176 | 10.55767 | 4.37839 | 1.63E-05 | 0.0001922 | 2.3049537
FKBP15 0.1602 | 1.1174 | 9.87758 | 4.71661 | 3.62E-06 | 5.07E-05 | 3.7379508
P2RX4 0.1601 | 1.1173 | 8.59523 | 3.74909 | 0.0002114 | 0.001853 | -0.107643
HAPLN3 0.1601 | 1.1173 | 7.81432 | 8.26965 | 3.89E-15 | 4.53E-13 | 23.769461
BIRC3 0.1599 | 1.1172 | 12.36954 | 4.87887 | 1.70E-06 | 2.57E-05 | 4.4582294
PDLIMS 0.1582 | 1.1159 | 10.61237 | 2.74430 | 0.0064141 | 0.0308341 | -3.2412079
CALHM?2 0.1582 | 1.1159 | 7.55014 | 4.23310 | 3.03E-05 | 0.0003322 | 1.7182296
DNM1 0.1579 | 1.1157 | 5.66345 | 2.68493 | 0.0076412 | 0.0353975 | -3.3976774
ARMCX1 0.1574 | 1.1153 | 7.55498 | 5.78795 | 1.73E-08 | 4.08E-07 | 8.8697346
SIK1 0.1569 | 1.1149 | 8.32768 | 3.20197 | 0.0015052 | 0.0097306 | -1.9263984
NARR 0.1565 | 1.1146 | 8.96815 | 6.66020 | 1.23E-10 | 4.71E-09 | 13.663759
MFSD1 0.1563 | 1.1145 | 11.78503 | 5.27064 | 2.54E-07 | 4.67E-06 | 6.2825048
VWASA 0.1560 | 1.1142 | 8.09760 | 5.91440 | 8.72E-09 | 2.23E-07 | 9.5319758
TALDOI1 0.1558 | 1.1140 | 12.62111 | 5.63054 | 4.00E-08 | 8.81E-07 | 8.0615387
CD58 0.1551 | 1.1135 | 10.30165 | 6.32820 | 8.58E-10 | 2.73E-08 | 11.777671
VASN 0.1550 | 1.1135 | 7.11013 | 3.20206 | 0.0015048 | 0.0097306 | -1.9261489
PPT1 0.1548 | 1.1132 | 11.91124 | 6.51595 | 2.89E-10 | 1.04E-08 | 12.835259
PCSK1 0.1547 | 1.1132 | 4.73629 | 3.33719 | 0.0009483 | 0.0065922 | -1.5016185
RPS6KA1 0.1546 | 1.1131 | 9.04023 | 2.82381 0.00505 | 0.0256049 | -3.0265491
CORO1B 0.1541 | 1.1127 | 10.41236 | 4.32940 | 2.02E-05 | 0.0002318 | 2.1051304
PICALM 0.1538 | 1.1125 | 10.91880 | 5.24066 | 2.95E-07 | 5.29E-06 | 6.1387076
TMEM163 0.1538 | 1.1125 | 9.66652 | 6.82050 | 4.69E-11 | 2.05E-09 | 14.600275
TRIM47 0.1523 | 1.1114 | 7.88757 | 4.25724 | 2.74E-05 | 0.0003038 1.814508
ANXA2 0.1521 | 1.1112 | 13.57612 | 5.07529 | 6.65E-07 | 1.10E-05 | 5.3579236
MARCKS 0.1520 | 1.1111 | 12.48955 | 2.78318 | 0.0057101 | 0.0280895 | -3.1369551
PER3 0.1516 | 1.1108 | 6.51332 | 2.62160 | 0.0091796 | 0.0409314 | -3.5609909
PSEN2 0.1510 | 1.1103 | 8.14300 | 3.13057 | 0.0019093 | 0.0117266 | -2.1440642
SLC20A1 0.1510 | 1.1103 | 10.95623 | 3.58577 | 0.0003898 | 0.0030932 | -0.6782389
MSN 0.1507 | 1.1101 | 12.22485 | 3.07183 | 0.0023144 | 0.0135644 | -2.319704
STK10 0.1494 | 1.1091 | 9.33860 | 3.02173 | 0.0027208 | 0.0154839 | -2.4670101
CGNL1 0.1493 | 1.1091 | 5.82359 | 3.05604 | 0.002436 | 0.014171 | -2.3663521
ENCI1 0.1486 | 1.1085 | 7.96370 | 3.12921 | 0.0019179 | 0.0117567 | -2.1481932
GRAMDIA 0.1485 | 1.1084 | 8.78214 | 3.15412 | 0.0017661 | 0.010998 | -2.0727957
ATP6VOC 0.1483 | 1.1083 | 10.94218 | 3.41358 | 0.0007256 | 0.0052409 | -1.2544061
AIFM2 0.1478 | 1.1079 | 8.55737 | 2.82029 | 0.0051044 | 0.0258181 | -3.0361866
ADCY7 0.1478 | 1.1079 | 8.97694 | 3.21633 | 0.0014343 | 0.0093391 | -1.8820936
JUND 0.1477 | 1.1078 | 10.98821 | 2.91946 | 0.0037608 | 0.0202111 | -2.7606041
NAV3 0.1471 | 1.1074 | 5.87722 | 3.10013 | 0.0021103 | 0.0126153 | -2.2354792
COL22A1 0.1471 | 1.1074 | 4.52761 | 3.65100 | 0.0003061 | 0.0025113 | -0.453141
ZNFX1 0.1470 | 1.1072 | 9.18528 | 3.51512 | 0.0005045 | 0.0038243 | -0.9177985
SNTBI 0.1469 | 1.1072 | 7.86180 | 4.80751 | 2.38E-06 | 3.47E-05 | 4.1388741
SNAP23 0.1469 | 1.1072 | 11.86004 | 5.25807 | 2.70E-07 | 4.92E-06 6.222105
HSD3B7 0.1468 | 1.1071 | 7.14027 | 6.40966 | 5.36E-10 | 1.79E-08 | 12.233674
MICALL2 0.1468 | 1.1071 | 7.46601 | 5.93044 | 7.99E-09 | 2.06E-07 | 9.6167979
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MYD88 0.1461 | 1.1065 | 11.59396 | 3.90251 | 0.0001166 | 0.0011006 | 0.4494185
SSH1 0.1459 | 1.1064 | 7.92650 | 2.69126 | 0.0075009 | 0.034928 | -3.3811397
TNF 0.1452 | 1.1059 | 7.49592 | 9.38357 | 1.35E-18 | 3.26E-16 | 31.571467
ACOX1 0.1446 | 1.1054 | 8.95603 | 3.39895 | 0.000764 | 0.0054747 | -1.302162
TBCID8 0.1440 | 1.1050 | 7.78489 | 4.10291 | 5.21E-05 | 0.0005351 | 1.2075072
SREBF1 0.1439 | 1.1049 | 7.50941 | 3.64178 | 0.0003168 | 0.0025924 | -0.4851909
CLIP1 0.1438 | 1.1048 | 9.00971 | 3.11015 | 0.0020421 | 0.0123063 | -2.2054918
ARAPI 0.1437 | 1.1047 | 9.25380 | 3.93612 | 0.0001021 | 0.0009784 0.574178
KIAA1598 0.1435 | 1.1045 | 8.26024 | 4.62395 | 5.52E-06 | 7.38E-05 | 3.3361081
TMEM140 0.1430 | 1.1042 | 8.71934 | 4.37040 | 1.69E-05 | 0.0001982 | 2.2722244
CDA 0.1423 | 1.1037 | 5.90942 | 2.90186 | 0.0039728 | 0.0210619 | -2.8101878
CHSY1 0.1420 | 1.1034 | 9.91650 | 2.72525 | 0.0067868 | 0.032249 | -3.2917568
GNPTAB 0.1413 | 1.1029 | 10.61763 | 4.16528 | 4.03E-05 | 0.000427 | 1.4504048
FPR3 0.1411 | 1.1028 | 9.33260 | 4.06552 | 6.07E-05 | 0.0006124 | 1.0635053
NMI 0.1410 | 1.1027 | 10.40752 | 2.81435 | 0.0051972 | 0.0261685 | -3.0523901
LOC102724316 0.1409 | 1.1026 | 5.82980 | 3.34226 | 0.0009318 | 0.0065204 | -1.4853748
PLOD3 0.1404 | 1.1022 | 9.10209 | 3.26904 | 0.0011993 | 0.0080599 | -1.7177644
BTN2A2 0.1400 | 1.1019 | 9.27122 | 5.71144 | 2.61E-08 | 5.94E-07 | 8.4746834
ACTRIA 0.1398 | 1.1017 | 8.68139 | 3.59072 | 0.0003828 | 0.003045 | -0.6612948
LOC101060424 0.1395 | 1.1015 | 6.96379 | 3.99442 | 8.09E-05 | 0.0007959 | 0.7928599
ADAM9 0.1391 | 1.1012 | 9.78524 | 3.64954 | 0.0003077 | 0.0025218 | -0.4582311
PECAM1 0.1384 | 1.1007 | 10.40044 | 3.48541 | 0.0005616 | 0.0041914 | -1.0172362
STX4 0.1382 | 1.1006 | 9.75917 | 5.24171 | 2.93E-07 | 5.27E-06 | 6.1437146
PLEKHO2 0.1376 | 1.1000 | 9.27406 | 6.80223 | 5.24E-11 | 2.24E-09 | 14.492696
DOCKI11 0.1374 | 1.0999 | 10.44990 | 2.84922 | 0.0046732 | 0.0240241 | -2.9567131
LMO4 0.1372 | 1.0998 | 10.24906 | 2.74065 | 0.006484 | 0.0310926 | -3.2509105
ARRB?2 0.1372 | 1.0998 | 7.13735 | 2.94256 | 0.0034984 | 0.0191283 | -2.6951318
IL22RA2 0.1372 | 1.0998 | 691674 | 4.39818 | 1.50E-05 | 0.0001781 2.386215
COLGALTI 0.1366 | 1.0993 | 9.68775 | 4.30709 | 2.22E-05 | 0.0002512 | 2.0148413
TAPI 0.1366 | 1.0993 | 11.36004 | 3.03818 | 0.0025807 | 0.0149024 | -2.4188967
XAF1 0.1365 | 1.0992 | 10.06253 | 2.81426 | 0.0051987 | 0.0261685 | -3.0526521
OAZ2 0.1365 | 1.0992 | 9.72619 | 4.18412 | 3.72E-05 | 0.0003975 | 1.5244278
CD63 0.1362 | 1.0990 | 12.87454 | 7.28227 | 2.68E-12 | 1.57E-10 | 17.388547
PCLO 0.1361 | 1.0989 | 4.04475 | 3.14305 | 0.0018321 | 0.0113192 | -2.1063569
SLCI8A1 0.1360 | 1.0988 | 4.80383 | 3.86353 | 0.0001359 | 0.0012635 | 0.3059593
CAPZB 0.1354 | 1.0984 | 11.69024 | 4.96323 | 1.14E-06 | 1.79E-05 | 4.8409296
LOC285181 0.1347 | 1.0979 | 3.34996 | 4.46600 | 1.11E-05 | 0.0001366 | 2.6671504
GAA 0.1343 | 1.0975 | 7.98464 | 5.16546 | 4.28E-07 | 7.38E-06 | 5.7810704
ANO6 0.1339 | 1.0973 | 9.59779 | 3.04565 | 0.0025193 | 0.0146116 | -2.3969695
DUSP3 0.1339 | 1.0972 | 8.65776 | 3.71108 | 0.0002442 | 0.0020798 | -0.2425243
TPCN2 0.1338 | 1.0972 | 7.83159 | 3.17104 | 0.0016695 | 0.0105003 | -2.0212806
ZDHHC7 0.1331 | 1.0967 | 9.66203 | 3.47729 | 0.0005782 | 0.0042951 | -1.0442834
PLBD2 0.1327 | 1.0964 | 7.94858 | 3.18403 | 0.0015986 | 0.0101821 | -1.9815333
ANO10 0.1326 | 1.0962 | 7.38035 | 3.47236 | 0.0005885 | 0.0043512 | -1.0606878
SIGLEC7 0.1313 | 1.0953 | 8.23968 | 6.76690 | 6.49E-11 | 2.66E-09 | 14.285245
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CSF1 0.1309 | 1.0950 | 7.84872 | 5.19239 | 3.75E-07 | 6.59E-06 5.90861
PLEKHM?2 0.1308 | 1.0949 | 7.77874 | 3.54968 | 0.0004449 | 0.0034425 | -0.801162
CD14 0.1301 | 1.0944 | 10.78411 | 3.72267 | 0.0002337 | 0.0020041 | -0.2015395
CNTLN 0.1301 | 1.0944 | 5.69340 | 2.87388 | 0.0043321 | 0.0226604 | -2.888372
METRNL 0.1299 | 1.0942 | 8.10671 | 3.35649 | 0.0008867 | 0.0062398 | -1.4396551
LOC400043 0.1295 | 1.0939 | 8.61076 | 5.10891 | 5.65E-07 | 9.45E-06 | 5.5149733
C19orf66 0.1293 | 1.0938 | 8.72983 | 4.04942 | 6.48E-05 | 0.0006507 1.001838
SEMASB 0.1293 | 1.0938 | 7.13236 | 3.78021 | 0.0001876 | 0.0016682 | 0.0037011
CYP2S1 0.1287 | 1.0933 | 4.79087 | 3.54980 | 0.0004447 | 0.0034425 | -0.8007555
TFE3 0.1283 | 1.0930 | 9.82111 | 2.85318 | 0.0046168 | 0.0238321 | -2.9457843
AK056982 0.1280 | 1.0928 | 5.18294 | 5.33363 | 1.85E-07 | 3.57E-06 | 6.5868242
LINCO01272 0.1278 | 1.0926 | 4.60543 | 3.10271 | 0.0020925 | 0.0125211 | -2.2277687
SLCI9A3R1 0.1275 | 1.0924 | 7.54481 | 2.79387 | 0.0055294 | 0.027437 | -3.1080752
TRIM21 0.1273 | 1.0923 | 8.28158 | 3.07057 | 0.0023239 | 0.0136074 -2.32344
M6PR 0.1273 | 1.0922 | 10.75993 | 4.71445 | 3.65E-06 | 5.11E-05 | 3.7285015
PACSIN2 0.1270 | 1.0920 | 11.31394 | 2.78167 | 0.0057362 | 0.0281956 | -3.1410446
TMEMS50A 0.1263 | 1.0915 | 10.74569 | 4.10158 | 5.24E-05 | 0.0005372 | 1.2023941
GBA 0.1261 | 1.0913 | 7.82491 | 3.60782 | 0.0003593 | 0.0028917 -0.60256
FZD7 0.1259 | 1.0912 | 6.41200 | 3.17820 0.00163 | 0.0103039 | -1.9993867
NDFIP1 0.1258 | 1.0911 | 10.05145 | 2.89130 | 0.0041051 | 0.0216899 | -2.8397835
LRRC61 0.1257 | 1.0910 | 6.24535 | 2.77275 | 0.0058917 | 0.0288475 | -3.1650608
FUCALI 0.1255 | 1.0909 | 12.55572 | 4.79118 | 2.57E-06 | 3.70E-05 | 4.0663384
LTBR 0.1252 | 1.0906 | 7.90761 | 5.00154 | 9.50E-07 | 1.51E-05 | 5.0165833
NPDCl1 0.1251 | 1.0906 | 6.39702 | 2.68095 | 0.0077305 | 0.0357585 | -3.4080442
AK021804 0.1247 | 1.0903 | 7.24490 | 4.09745 | 5.33E-05 | 0.0005437 | 1.1864101
FBXO06 0.1245 | 1.0901 | 10.29276 | 5.34677 | 1.73E-07 | 3.38E-06 | 6.6507311
ARSB 0.1242 | 1.0899 | 6.35359 | 3.47107 | 0.0005913 | 0.0043662 | -1.0649623
RASIP1 0.1236 | 1.0894 | 6.83872 | 2.63889 | 0.0087342 | 0.039329 | -3.5167794
EFNB2 0.1235 | 1.0894 | 7.72855 | 2.73101 | 0.0066722 | 0.0318155 | -3.2765207
LAIR1 0.1233 | 1.0892 | 9.19764 | 7.22748 | 3.79E-12 | 2.16E-10 | 17.050863
SERPINB6 0.1231 | 1.0891 | 9.24478 | 3.92405 | 0.0001071 | 0.0010201 0.529282
THEMIS2 0.1227 | 1.0888 | 9.48469 | 5.65148 | 3.58E-08 | 7.97E-07 | 8.1680249
TMOD3 0.1218 | 1.0881 | 9.83498 | 3.00558 | 0.0028652 | 0.0161446 | -2.514012
DTX2 0.1211 | 1.0875 | 7.48679 | 4.71272 | 3.68E-06 | 5.14E-05 | 3.7209327
TNIP1 0.1209 | 1.0874 | 10.81286 | 3.23280 | 0.0013566 | 0.0089165 | -1.8309915
NFKB2 0.1207 | 1.0873 | 6.79514 | 3.02088 | 0.0027283 | 0.015498 | -2.4694881
ALDH3B1 0.1195 | 1.0864 | 7.53551 | 5.93202 | 7.92E-09 | 2.05E-07 9.625139
MYOF 0.1190 | 1.0860 | 9.68917 | 5.26493 | 2.61E-07 | 4.78E-06 | 6.2550447
CTBP2 0.1187 | 1.0858 | 9.74276 | 4.93450 | 1.31E-06 | 2.03E-05 | 4.7099696
NFE2L2 0.1187 | 1.0858 | 11.52801 | 5.85528 | 1.20E-08 | 2.93E-07 | 9.2209484
RTN4 0.1185 | 1.0856 | 12.36696 | 4.46960 | 1.10E-05 | 0.000135 | 2.6821866
CD276 0.1183 | 1.0855 | 7.71530 | 3.16083 | 0.0017272 | 0.0107769 | -2.0523916
ROR2 0.1178 | 1.0851 | 5.05584 | 2.73353 | 0.0066225 | 0.0316597 | -3.2698208
KDR 0.1172 | 1.0846 | 6.21715 | 2.74502 | 0.0064004 | 0.0308094 | -3.2392887
PPIF 0.1171 | 1.0845 | 10.37749 | 2.73895 | 0.0065169 | 0.0312024 | -3.2554337
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VATI 0.1164 | 1.0840 | 9.14332 | 4.31803 | 2.12E-05 | 0.0002401 | 2.0590791
CLEC7A 0.1162 | 1.0839 | 9.65364 | 8.60474 | 3.77E-16 | 5.26E-14 | 26.053832
IFITM3 0.1160 | 1.0837 | 11.92446 | 3.76769 | 0.0001969 | 0.001738 | -0.0411982
LEPROT 0.1158 | 1.0836 | 10.67432 | 4.25853 | 2.72E-05 | 0.0003027 | 1.8196708
LRP10 0.1157 | 1.0835 | 10.29720 | 2.74873 | 0.0063302 | 0.0305827 | -3.2294037
RABS5C 0.1157 | 1.0835 | 9.06360 | 3.33892 | 0.0009427 | 0.0065745 | -1.4960813
AGO1 0.1155 | 1.0834 | 8.77052 | 2.64038 | 0.0086968 | 0.0391885 | -3.5129567
RNPEP 0.1154 | 1.0833 | 9.19112 | 2.65112 | 0.0084308 | 0.038127 | -3.485322
LOC100507642 0.1150 | 1.0829 | 5.61173 | 5.37107 | 1.53E-07 | 3.01E-06 6.769173
DAB2 0.1148 | 1.0828 | 9.08931 | 4.57112 | 6.99E-06 | 9.03E-05 | 3.1100946
PKDCC 0.1139 | 1.0822 | 7.56000 | 3.34096 | 0.000936 | 0.0065426 | -1.489549
DHRS4 0.1139 | 1.0821 | 9.90320 | 2.62645 | 0.0090526 | 0.0405299 | -3.5486084
FBXW5 0.1137 | 1.0820 | 7.84348 | 2.91795 | 0.0037786 | 0.0202722 | -2.7648821
LUZP1 0.1136 | 1.0819 | 8.60784 | 3.27695 | 0.0011673 | 0.0078785 | -1.6928881
CLCN7 0.1134 | 1.0818 | 9.19450 | 3.55160 | 0.0004418 | 0.0034279 | -0.7946389
PDCDILG2 0.1133 | 1.0817 | 6.73982 | 5.80462 | 1.58E-08 | 3.79E-07 | 8.9564047
MLKL 0.1130 | 1.0815 | 8.10451 | 3.77310 | 0.0001928 | 0.0017047 | -0.0218071
LAMPI 0.1129 | 1.0814 | 12.87247 | 4.00384 | 7.79E-05 | 0.0007688 | 0.8284783
WSBI1 0.1129 | 1.0814 | 10.41687 | 2.77388 | 0.0058719 | 0.0288158 | -3.1620319
HSPAS8 0.1121 | 1.0808 | 13.51453 | 2.64096 | 0.008682 | 0.0391501 | -3.5114472
ATOX1 0.1118 | 1.0805 | 11.84806 | 7.22326 | 3.89E-12 | 2.20E-10 | 17.024919
TMEM251 0.1108 | 1.0799 | 10.11313 | 2.63716 | 0.0087778 | 0.0394968 | -3.5212029
SLC43A2 0.1108 | 1.0798 | 7.23016 | 2.92476 | 0.0036991 | 0.0199477 | -2.7456325
SDCBP 0.1103 | 1.0795 | 12.74081 | 6.64801 1.32E-10 | 5.00E-09 | 13.593206
ANXALI 0.1098 | 1.0791 | 11.03080 | 5.57403 | 5.38E-08 | 1.16E-06 | 7.7757965
PIGA 0.1096 | 1.0790 | 7.43168 | 3.10881 | 0.002051 | 0.0123182 | -2.2094831
RHBDD2 0.1092 | 1.0786 | 8.10454 | 2.99920 | 0.0029241 | 0.0164176 | -2.5325013
MILRI 0.1088 | 1.0784 | 7.44624 | 3.28765 | 0.0011252 | 0.0076359 | -1.6591518
NPPA 0.1087 | 1.0782 | 5.12064 | 3.10537 | 0.0020743 | 0.0124361 | -2.2198069
NQO2 0.1086 | 1.0782 | 9.56698 | 3.80142 | 0.0001729 | 0.0015462 | 0.0800762
LOC100996724 0.1086 | 1.0782 | 8.77565 | 2.93961 | 0.0035309 | 0.0192557 | -2.7035064
CARDY 0.1077 | 1.0775 | 6.14460 | 7.61809 | 3.08E-13 | 2.13E-11 | 19.497129
EPB41L2 0.1074 | 1.0773 | 9.89762 | 2.59457 | 0.0099168 | 0.0434086 | -3.6295571
AGTRAP 0.1073 | 1.0772 | 8.52937 | 6.93348 | 2.36E-11 1.11E-09 | 15.270211
XCRI1 0.1066 | 1.0767 | 5.04455 | 2.61526 | 0.0093479 | 0.0414678 | -3.5771303
FAMI27A 0.1063 | 1.0765 | 8.93174 | 2.59881 | 0.0097978 | 0.0430678 | -3.6188469
TMEM133 0.1061 | 1.0763 | 6.36504 | 4.05743 | 6.27E-05 | 0.0006309 | 1.0324657
DNASE2 0.1060 | 1.0762 | 10.34027 | 8.17207 | 7.60E-15 | 8.09E-13 | 23.115005
FAM49B 0.1057 | 1.0760 | 10.86604 | 2.70097 | 0.0072903 | 0.0341501 | -3.3557163
RNF144A 0.1052 | 1.0757 | 6.39761 | 2.76228 | 0.0060793 | 0.0296503 | -3.1931696
HMGN2P46 0.1051 | 1.0755 | 4.72404 | 2.86338 | 0.0044744 0.02325 -2.91754
NUCBI 0.1043 | 1.0750 | 7.54687 | 2.77110 | 0.005921 | 0.0289683 | -3.1695108
BIN2 0.1039 | 1.0747 | 8.47521 | 4.99266 | 9.91E-07 | 1.57E-05 | 4.9757682
LINCO00595 0.1037 | 1.0745 | 4.23831 | 2.65856 | 0.0082511 | 0.0375849 | -3.4661308
SATI 0.1032 | 1.0742 | 13.36228 | 5.78667 | 1.74E-08 | 4.10E-07 | 8.8631174
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SLC11A2 0.1031 | 1.0741 | 8.15007 | 4.28364 | 2.45E-05 | 0.000276 | 1.9203408
PTTGIIP 0.1030 | 1.0740 | 11.64901 | 3.41544 | 0.0007208 | 0.0052126 | -1.2483328
PARP14 0.1028 | 1.0739 | 9.22236 | 4.63824 | 5.17E-06 | 7.00E-05 | 3.3976236
NAAA 0.1028 | 1.0738 | 9.69994 | 5.11608 | 5.45E-07 | 9.17E-06 | 5.5485596
TTYH3 0.1028 | 1.0738 | 8.30046 | 3.34598 | 0.0009198 | 0.006458 | -1.4734302
CHFR 0.1026 | 1.0737 | 9.26147 | 2.86250 | 0.0044866 | 0.0232746 | -2.919985
INPP4A 0.1023 | 1.0735 | 9.05656 | 3.91355 | 0.0001116 | 0.0010584 | 0.4903131
LOC100506585 0.1019 | 1.0732 | 4.81348 | 2.94997 | 0.0034178 | 0.0187859 | -2.6740207
C2 0.1015 | 1.0729 | 8.34282 | 4.80509 | 2.40E-06 | 3.49E-05 | 4.1281113
HSD17B4 0.1014 | 1.0728 | 10.71435 | 2.61910 | 0.0092455 | 0.0411588 | -3.5673451
ARHGAP4 0.1009 | 1.0724 | 8.19198 | 3.12389 | 0.0019518 | 0.0118854 | -2.1642027
DOCK2 0.1007 | 1.0723 | 10.45845 | 3.13017 | 0.0019118 | 0.0117307 | -2.1452812
ALOXS 0.1005 | 1.0721 | 10.25799 | 2.99217 | 0.0029904 | 0.0167149 | -2.5528526
FTHI1P5 0.1004 | 1.0721 | 14.13939 | 8.11399 | 1.13E-14 | 1.07E-12 | 22.727917
ZNF276 0.1000 | 1.0717 | 6.33006 | 2.75358 | 0.0062393 | 0.0302894 | -3.2164513
CASP7 0.0999 | 1.0717 | 8.85794 | 3.23744 | 0.0013355 | 0.0087869 | -1.816582
IGFBP7 0.0997 | 1.0716 | 12.68684 | 3.74489 | 0.0002148 | 0.0018725 | -0.1226274
TFRC 0.0996 | 1.0715 | 1291041 | 2.85170 | 0.0046378 | 0.0238815 | -2.9498735
SDF4 0.0994 | 1.0713 | 10.13702 | 2.66102 | 0.0081925 | 0.0373721 | -3.4597815
SPG20 0.0992 | 1.0712 | 7.46833 | 6.06487 | 3.80E-09 | 1.07E-07 | 10.334789
IFITM2 0.0991 | 1.0711 | 11.40422 | 3.21858 | 0.0014234 | 0.0092875 | -1.8751083
LOXL3 0.0991 | 1.0711 | 7.26979 | 2.86446 | 0.0044597 | 0.0231926 | -2.9145631
JAGI 0.0991 | 1.0711 | 9.51411 | 3.57356 | 0.0004077 | 0.0031987 | -0.7199531
TBXASI1 0.0973 | 1.0698 | 7.33868 | 6.10241 | 3.09E-09 | 8.80E-08 | 10.537533
BEANI1 0.0972 | 1.0697 | 5.04295 | 3.22324 | 0.0014012 | 0.0091807 | -1.8606729
ABCAl 0.0970 | 1.0695 | 9.80817 | 2.69063 | 0.0075148 | 0.0349672 | -3.3828022
OAF 0.0968 | 1.0694 | 7.40562 | 3.31979 | 0.0010073 | 0.0069634 | -1.5572041
CTSL 0.0966 | 1.0692 | 11.35720 | 7.58032 | 3.95E-13 | 2.63E-11 | 19.256635
DYSF 0.0960 | 1.0688 | 8.28705 | 2.81651 | 0.0051633 | 0.0260531 | -3.0465111
CREBL2 0.0956 | 1.0685 | 10.39856 | 8.06330 | 1.59E-14 | 1.44E-12 | 22.391458
SELE 0.0956 | 1.0685 | 6.41188 | 3.52424 | 0.0004881 | 0.0037134 | -0.8871185
KCNJ10 0.0953 | 1.0683 | 7.84774 | 6.20738 | 1.71E-09 | 5.09E-08 | 11.109735
USBI 0.0942 | 1.0674 | 7.50675 | 3.30708 | 0.0010525 | 0.0072125 | -1.5976445
PABPCAL 0.0940 | 1.0673 | 5.00698 | 2.83177 | 0.0049291 | 0.0250728 | -3.0047352
TMEM74B 0.0937 | 1.0671 | 4.41024 | 3.83172 | 0.0001538 | 0.001399 | 0.1898745
PTPRK 0.0936 | 1.0670 | 7.71454 | 4.20741 | 3.38E-05 | 0.0003641 | 1.6163205
SGSH 0.0936 | 1.0670 | 7.77855 | 2.96201 | 0.0032904 | 0.0181975 | -2.6396043
LGALS3 0.0934 | 1.0669 | 13.28863 | 5.56330 | 5.69E-08 | 1.22E-06 | 7.7218129
C200rf24 0.0925 | 1.0662 | 12.53204 | 3.28111 | 0.0011508 | 0.0077754 | -1.6797792
RBFOX1 0.0924 | 1.0661 | 4.39489 | 3.63032 | 0.0003306 | 0.0026954 | -0.5249168
RILPL2 0.0923 | 1.0660 | 10.70076 | 2.87433 | 0.0043262 | 0.0226485 | -2.8871469
IGF2R 0.0915 | 1.0655 | 10.09173 | 3.25246 | 0.001269 | 0.0084203 | -1.7697103
GPR153 0.0915 | 1.0654 | 8.37496 | 3.50165 | 0.0005296 | 0.0039816 | -0.9629824
UNC119 0.0913 | 1.0653 | 8.97774 | 3.20688 | 0.0014806 | 0.0096111 | -1.9112826
IFFO1 0.0908 | 1.0650 | 8.23677 | 3.43247 | 0.0006786 | 0.0049241 | -1.1924765
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RILPL1 0.0906 | 1.0648 | 6.96198 | 3.96943 | 8.94E-05 | 0.0008729 | 0.6987647
CC2DIB 0.0906 | 1.0648 | 7.14902 | 3.70149 | 0.0002532 | 0.0021391 | -0.2763393
ZEB2 0.0905 | 1.0647 | 9.23140 | 6.03581 | 4.47E-09 | 1.24E-07 | 10.178472
RABGGTA 0.0902 | 1.0645 | 7.16524 | 3.02390 | 0.0027019 | 0.0153901 | -2.4606614
CLPTM1 0.0898 | 1.0642 | 7.67036 | 2.83430 | 0.0048912 | 0.0249321 | -2.9977879
AF086125 0.0898 | 1.0642 | 3.07626 | 2.84507 | 0.0047329 | 0.0242916 | -2.9681679
HIF1A 0.0889 | 1.0635 | 13.29212 | 3.04121 | 0.0025556 | 0.0147983 | -2.410003
OPTN 0.0887 | 1.0634 | 9.56382 | 5.51720 | 7.23E-08 | 1.53E-06 | 7.4908616
ACSS2 0.0885 | 1.0633 | 6.64804 | 2.76523 | 0.0060261 | 0.0294362 | -3.1852768
NLGN4Y 0.0882 | 1.0631 | 4.18432 | 2.77363 | 0.0058762 | 0.0288158 | -3.1626962
SLC38A6 0.0880 | 1.0629 | 8.79697 | 4.68014 | 4.28E-06 | 5.90E-05 | 3.5789542
PLEKHB2 0.0878 | 1.0627 | 10.75273 | 6.04948 | 4.14E-09 | 1.15E-07 | 10.251907
LOC101928143 0.0875 | 1.0625 | 8.05656 | 3.62967 | 0.0003314 | 0.0026979 | -0.5271675
LOC101927027 0.0863 | 1.0616 | 6.98300 | 2.87678 | 0.0042936 | 0.0224966 | -2.8803199
LIPG 0.0860 | 1.0614 | 5.78797 | 5.14728 | 4.68E-07 | 7.98E-06 | 5.6952428
MADCAMI1 0.0859 | 1.0613 | 6.45924 | 3.02693 | 0.0026758 | 0.015269 | -2.4518249
PIP4K2A 0.0850 | 1.0607 | 10.65544 | 3.29519 | 0.0010965 | 0.0074892 | -1.6353148
USP40 0.0847 | 1.0604 | 7.08461 | 2.82572 | 0.0050208 | 0.0254775 | -3.0213338
VPS53 0.0836 | 1.0597 | 7.29694 | 3.87390 | 0.0001305 | 0.0012187 | 0.3439902
GNAQ 0.0832 | 1.0594 | 9.52454 | 7.39269 | 1.33E-12 | 8.00E-11 | 18.074536
NMNATS3 0.0826 | 1.0589 | 7.07502 | 3.96588 | 9.07E-05 | 0.000884 | 0.6854346
IL12RB2 0.0823 | 1.0587 | 4.76208 | 2.67613 | 0.0078401 | 0.0361323 | -3.4205998
TGFBR2 0.0821 | 1.0585 | 10.20809 | 3.13143 | 0.0019039 | 0.0117106 | -2.1414815
TPK1 0.0819 | 1.0584 | 7.68450 | 3.94023 | 0.0001004 | 0.000964 | 0.5894952
USP4 0.0816 | 1.0582 | 9.75978 | 2.59670 | 0.0098569 | 0.0432064 | -3.6241791
RASGRP1 0.0816 | 1.0582 | 11.40612 | 4.33363 | 1.98E-05 | 0.0002284 | 2.1223028
GLBI1 0.0810 | 1.0578 | 10.35939 | 5.23949 | 2.97E-07 | 5.30E-06 | 6.1330889
LOC100505811 0.0802 | 1.0572 | 3.04259 | 3.11857 | 0.0019863 | 0.0120463 | -2.1801978
GPR176 0.0799 | 1.0569 | 7.45175 | 3.17347 | 0.001656 | 0.0104356 | -2.0138579
FMN1 0.0794 | 1.0566 | 5.63641 | 4.20279 | 3.44E-05 | 0.0003702 | 1.5980645
ARHGAPI8 0.0792 | 1.0565 | 10.03531 | 3.32279 | 0.0009969 | 0.0068992 | -1.5476553
CXorf65 0.0792 | 1.0564 | 5.53976 | 2.91503 | 0.0038131 | 0.0204399 | -2.7731069
Clorf85 0.0789 | 1.0562 | 8.52904 | 4.36607 | 1.72E-05 | 0.0002012 | 2.2544871
AURKC 0.0783 | 1.0558 | 5.98036 | 4.07331 | 5.88E-05 | 0.0005952 | 1.0933967
BST1 0.0780 | 1.0556 | 6.10719 | 7.65190 | 2.47E-13 | 1.76E-11 | 19.713041
SFXN3 0.0779 | 1.0555 | 8.06223 | 2.97446 | 0.0031634 | 0.0175568 | -2.6038979
XKR4 0.0773 | 1.0550 | 5.05284 | 3.03480 | 0.0026089 | 0.0149855 | -2.428784
STX6 0.0773 | 1.0550 | 9.16568 | 2.65474 | 0.008343 | 0.0378664 | -3.4760013
TGFBI1I1 0.0767 | 1.0546 | 8.41268 | 2.83724 | 0.0048475 | 0.0247785 | -2.9897165
ZBTB4 0.0766 | 1.0545 | 8.21233 | 3.84398 | 0.0001466 | 0.0013476 0.234499
SPSB1 0.0766 | 1.0545 | 7.16585 | 4.90948 | 1.47E-06 | 2.26E-05 | 4.5964286
ABHDI12 0.0762 | 1.0542 | 8.81717 | 5.97243 | 6.35E-09 | 1.67E-07 | 9.8396918
LINC01094 0.0760 | 1.0541 | 7.44602 | 6.60979 | 1.66E-10 | 6.09E-09 | 13.372698
LOC100506022 0.0757 | 1.0539 | 4.29844 | 3.52839 | 0.0004808 | 0.0036668 | -0.8731493
KCNE4 0.0757 | 1.0539 | 6.87242 | 3.54763 | 0.0004483 | 0.0034609 | -0.8081239
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LOC102723809 0.0753 | 1.0536 | 3.67139 | 2.84227 | 0.0047736 | 0.0244802 | -2.9758699
MIR6513 0.0750 | 1.0534 | 9.49579 | 6.22372 | 1.56E-09 | 4.72E-08 | 11.199496
PYCARD 0.0737 | 1.0524 | 10.15951 | 5.86818 | 1.12E-08 | 2.77E-07 | 9.2886024
RARRES] 0.0736 | 1.0523 | 10.70696 | 5.85944 | 1.18E-08 | 2.88E-07 | 9.2427032
RASAL3 0.0736 | 1.0523 | 8.45124 | 2.60412 | 0.0096505 | 0.0425111 | -3.6054104
SIPA1 0.0734 | 1.0522 | 8.35659 | 2.61593 0.00933 | 0.0414176 | -3.5754269
AAK1 0.0733 | 1.0521 | 8.85831 | 5.48280 | 8.64E-08 | 1.80E-06 | 7.3195238
OSBPLIA 0.0732 | 1.0520 | 8.56112 | 3.59459 | 0.0003773 | 0.0030056 | -0.6480051
FAM21C 0.0730 | 1.0519 | 10.46832 | 4.00120 | 7.87E-05 | 0.0007758 | 0.8184864
DST 0.0724 | 1.0515 | 8.88540 | 2.66584 | 0.0080786 0.03696 | -3.4473082
VPSI18 0.0714 | 1.0507 | 7.51332 | 2.87256 | 0.0043498 | 0.0227153 | -2.8920604
RAB32 0.0711 | 1.0505 | 8.82407 | 7.48493 | 7.32E-13 | 4.64E-11 | 18.653136
HAMP 0.0710 | 1.0504 | 8.34005 | 6.30025 | 1.01E-09 | 3.18E-08 11.62226
PARP9 0.0708 | 1.0503 | 9.80126 | 4.49242 | 9.92E-06 | 0.0001245 | 2.7776581
MANBA 0.0708 | 1.0503 | 8.52369 | 3.39132 | 0.0007848 | 0.0055982 | -1.3269829
RERI 0.0704 | 1.0500 | 10.52682 | 3.16035 | 0.0017299 | 0.0107833 | -2.0538417
AL832909 0.0699 | 1.0496 | 7.80771 | 3.03657 | 0.0025941 | 0.014952 | -2.4236153
NAGPA 0.0696 | 1.0494 | 7.95706 | 2.69491 | 0.0074211 | 0.0346592 | -3.3715913
DIRC2 0.0695 | 1.0494 | 7.55545 | 3.43939 | 0.0006621 | 0.0048268 | -1.1697312
HADHB 0.0694 | 1.0493 | 10.79250 | 2.79736 | 0.0054713 | 0.0272785 | -3.0986012
HTATIP2 0.0693 | 1.0492 | 10.46001 | 4.18517 | 3.71E-05 | 0.0003964 | 1.5285559
GBAP1 0.0692 | 1.0492 | 8.63628 | 3.91453 | 0.0001112 | 0.001056 | 0.4939256
SLC27A1 0.0689 | 1.0489 | 7.83184 | 4.48370 | 1.03E-05 | 0.0001287 | 2.7411045
ZNF629 0.0688 | 1.0488 | 6.88261 | 3.60885 | 0.000358 | 0.0028846 | -0.5989994
SPPL2A 0.0687 | 1.0488 | 10.90834 | 5.90130 | 9.37E-09 | 2.36E-07 | 9.4628115
GCM1 0.0681 | 1.0484 | 3.28592 | 2.99850 | 0.0029307 | 0.0164352 | -2.5345236
RCNI1 0.0680 | 1.0482 | 9.84215 | 3.93196 | 0.0001038 | 0.0009931 0.558691
CHST4 0.0674 | 1.0478 | 4.85678 | 3.80210 | 0.0001725 | 0.0015444 | 0.0825193
TPD52L2 0.0673 | 1.0478 | 9.06495 | 2.78859 | 0.0056179 | 0.0277665 | -3.1223419
WDR44 0.0666 | 1.0473 | 7.38424 | 2.73085 | 0.0066753 | 0.0318155 | -3.2769361
MB21D1 0.0662 | 1.0469 | 7.36428 | 3.61661 | 0.0003478 | 0.0028243 | -0.5722718
SEMASA 0.0657 | 1.0466 | 7.25685 | 2.91870 | 0.0037698 | 0.0202422 | -2.7627705
EDEM?2 0.0656 | 1.0465 | 7.98755 | 2.94839 | 0.0034348 | 0.0188629 | -2.6785179
NHLRC3 0.0645 | 1.0457 | 8.95990 | 5.20479 | 3.52E-07 | 6.23E-06 | 5.9675741
CALCOCO2 0.0643 | 1.0456 | 9.34357 | 3.03629 | 0.0025964 | 0.014952 | -2.4244301
TMEM144 0.0642 | 1.0455 | 6.58090 | 4.24884 | 2.84E-05 | 0.0003137 | 1.7809664
SPNSI 0.0638 | 1.0452 | 7.93521 | 2.70701 | 0.0071622 | 0.0336252 | -3.3398778
FAM21A 0.0637 | 1.0451 | 10.61906 | 3.69007 | 0.0002644 | 0.0022214 | -0.3165495
LRRFIP2 0.0636 | 1.0451 | 8.01614 | 3.18520 | 0.0015923 | 0.0101821 | -1.9779352
LOC730102 0.0631 | 1.0447 | 3.98148 | 4.57163 | 6.98E-06 | 9.03E-05 | 3.1122642
LAPTMA4A 0.0630 | 1.0447 | 12.11798 | 3.63026 | 0.0003306 | 0.0026954 | -0.5251119
RGS1 0.0630 | 1.0447 | 11.62080 | 5.09974 | 5.90E-07 | 9.83E-06 5.472073
RABIA 0.0625 | 1.0443 | 12.30683 | 3.72637 | 0.0002305 | 0.0019789 | -0.1884406
MLLT6 0.0624 | 1.0442 | 8.33366 | 2.79702 | 0.005477 | 0.0272848 | -3.0995233
STX11 0.0623 | 1.0442 | 8.04234 | 6.52386 | 2.75E-10 | 9.99E-09 | 12.880327
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LGALSI1 0.0620 | 1.0439 | 13.16805 | 3.51229 | 0.0005097 | 0.0038545 | -0.9273261
RNF149 0.0619 | 1.0438 | 10.51567 | 5.12185 | 5.30E-07 | 8.97E-06 | 5.5756128
ZNF557 0.0617 | 1.0437 | 6.30313 | 2.71372 | 0.007022 | 0.0331407 | -3.3222169
CCDC102B 0.0611 | 1.0432 | 6.88653 | 3.88263 | 0.0001261 | 0.0011829 | 0.3761202
PLEKHOLI 0.0610 | 1.0432 | 10.13443 | 4.21837 | 3.23E-05 | 0.0003504 1.659733
TTC38 0.0610 | 1.0432 | 8.37420 | 5.31270 | 2.06E-07 | 3.93E-06 | 6.4853911
CNN3 0.0606 | 1.0429 | 8.71431 | 3.16677 | 0.0016934 | 0.0106295 | -2.0343048
FAM214B 0.0606 | 1.0429 | 6.89288 | 2.75054 | 0.006296 | 0.030447 | -3.2245604
ADCY9 0.0604 | 1.0428 | 6.06614 | 3.04543 | 0.002521 | 0.0146116 | -2.3975998
SERPINBS 0.0599 | 1.0424 | 7.32801 | 2.62771 | 0.0090198 | 0.0404408 | -3.5453836
FCHO2 0.0596 | 1.0422 | 10.29861 | 7.05329 | 1.13E-11 | 5.89E-10 | 15.989395
MAP3K11 0.0594 | 1.0421 | 8.25026 | 2.72135 | 0.0068657 | 0.0325251 | -3.3020856
BTN2A1 0.0592 | 1.0419 | 8.69404 | 3.18474 | 0.0015948 | 0.0101821 | -1.9793706
ZFANDS 0.0590 | 1.0418 | 11.25425 | 5.60538 | 4.56E-08 | 1.00E-06 | 7.9340178
LAP3 0.0590 | 1.0417 | 12.34534 | 6.45977 | 4.01E-10 | 1.37E-08 | 12.516361
BAK1 0.0588 | 1.0416 | 7.76463 | 2.77533 | 0.0058464 | 0.028715 | -3.1581267
CD&0 0.0588 | 1.0416 | 8.80004 | 4.57796 | 6.78E-06 | 8.86E-05 | 3.1392159
CERS6 0.0579 | 1.0410 | 9.15796 | 3.74921 | 0.0002113 | 0.001853 | -0.1072262
RBMS1 0.0572 | 1.0404 | 11.14378 | 4.21539 | 3.27E-05 | 0.0003542 | 1.6479356
SUOX 0.0571 | 1.0404 | 6.70403 | 6.14544 | 2.42E-09 | 7.04E-08 | 10.771169
CMTM6 0.0567 | 1.0401 | 11.90455 | 4.57453 | 6.89E-06 | 8.93E-05 | 3.1246325
FAM64A 0.0559 | 1.0395 | 4.80086 | 4.20035 | 3.48E-05 | 0.0003733 | 1.5884328
TBC1D2B 0.0558 | 1.0395 | 8.83978 | 4.29103 | 2.37E-05 | 0.0002685 | 1.9500734
GRK35 0.0558 | 1.0394 | 8.80605 | 3.38906 | 0.0007911 | 0.005634 | -1.3343379
VWAI 0.0554 | 1.0391 | 6.78901 | 2.73966 | 0.0065032 | 0.0311608 | -3.2535568
TWIST2 0.0550 | 1.0388 | 6.08300 | 3.37502 | 0.0008311 | 0.0058718 | -1.3798483
WARS 0.0548 | 1.0387 | 12.26896 | 4.41531 1.39E-05 | 0.0001663 | 2.4568254
PRAMI 0.0548 | 1.0387 | 5.24305 | 3.38478 | 0.0008031 | 0.0057089 | -1.3482185
TPPP3 0.0543 | 1.0384 | 4.56686 | 2.66263 | 0.0081541 | 0.0372241 | -3.4555994
C5orfl5 0.0542 | 1.0383 | 10.50677 | 2.90213 | 0.0039694 | 0.0210616 | -2.8094119
HECTD3 0.0540 | 1.0381 | 6.34644 | 3.05750 | 0.0024245 | 0.0141436 | -2.3620516
CASP10 0.0540 | 1.0381 | 6.71391 | 3.97366 | 8.79E-05 | 0.0008596 | 0.7146665
BC042366 0.0539 | 1.0381 | 2.95495 | 2.61406 0.00938 | 0.0415506 | -3.5801703
SLC39A13 0.0539 | 1.0381 | 7.56193 | 2.88086 | 0.0042398 | 0.022252 | -2.8689432
LACCI1 0.0535 | 1.0378 | 8.61855 | 3.82344 | 0.0001588 | 0.0014343 | 0.1597732
SERPINB1 0.0534 | 1.0377 | 11.07520 | 5.39178 | 1.38E-07 | 2.73E-06 | 6.8704964
ZBTB46 0.0531 | 1.0375 | 6.83724 | 5.00970 | 9.13E-07 | 1.47E-05 | 5.0541258
APOL3 0.0530 | 1.0374 | 8.96794 | 5.42695 | 1.15E-07 | 2.35E-06 | 7.0432664
SLFN11 0.0529 | 1.0373 | 8.27335 | 3.04048 | 0.0025616 | 0.0148174 | -2.4121477
MVP 0.0527 | 1.0372 | 9.58541 | 6.55320 | 2.32E-10 | 8.46E-09 | 13.047899
SLC38A7 0.0525 | 1.0371 | 7.28842 | 2.99179 | 0.002994 | 0.0167199 | -2.5539333
SLC2A14 0.0521 | 1.0368 | 8.35551 | 4.57693 | 6.81E-06 | 8.87E-05 | 3.1348562
SOCS3 0.0519 | 1.0367 | 8.72479 | 6.11988 | 2.80E-09 | 8.06E-08 | 10.632265
HEXA 0.0519 | 1.0367 | 10.20009 | 2.91383 | 0.0038274 | 0.0204814 | -2.7764838
RABI11FIP1 0.0516 | 1.0364 | 9.47420 | 3.12301 | 0.0019575 | 0.0119061 | -2.1668514
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JAK3 0.0514 | 1.0362 | 9.80047 | 5.21300 | 3.38E-07 | 6.00E-06 | 6.0066519
VPS9D1 0.0513 | 1.0362 | 6.45008 | 2.62816 | 0.0090082 | 0.0404408 | -3.5442474
TLR4 0.0507 | 1.0357 | 8.02220 | 6.18844 | 1.90E-09 | 5.63E-08 | 11.005912
GCH1 0.0506 | 1.0357 | 11.15216 | 4.16124 | 4.09E-05 | 0.0004334 | 1.4345909
MFSDI12 0.0506 | 1.0357 | 7.38811 | 2.67953 | 0.0077627 | 0.0358545 | -3.4117487
LIPC 0.0503 | 1.0355 | 4.10320 | 4.06279 | 6.14E-05 | 0.0006183 | 1.0530133
DZIP1 0.0500 | 1.0353 | 5.53345 | 2.85218 | 0.004631 | 0.0238702 | -2.9485556
ITCH 0.0500 | 1.0353 | 8.32889 | 2.62153 | 0.0091814 | 0.0409314 | -3.5611627
ZNF696 -0.0502 | 0.9658 | 6.09071 | -3.12128 | 0.0019687 | 0.0119625 | -2.1720496
ADMS -0.0502 | 0.9658 | 5.58559 | -4.26388 | 2.66E-05 | 0.0002964 | 1.8410535
LINC00566 -0.0503 | 0.9658 | 2.84636 | -3.21468 | 0.0014423 | 0.0093814 | -1.8871958
TMPO -0.0511 | 0.9652 | 11.01599 | -3.20131 | 0.0015086 | 0.0097425 | -1.9284546
BRDS -0.0515 | 0.9649 | 9.13640 | -2.75331 | 0.0062444 | 0.0302908 | -3.2171856
LYPD3 -0.0519 | 0.9647 | 6.09991 | -2.90263 | 0.0039632 | 0.0210465 | -2.8080014
ZP1 -0.0529 | 0.9640 | 3.79345 | -3.80455 | 0.0001708 | 0.0015342 | 0.0913954
TUSCS -0.0529 | 0.9640 | 5.02408 | -2.91241 | 0.0038445 | 0.0205376 | -2.7805035
POLD2 -0.0535 | 0.9636 | 8.28681 | -3.50389 | 0.0005254 | 0.0039637 | -0.9554783
CHEK2 -0.0536 | 0.9635 | 8.30870 | -3.01803 | 0.0027533 | 0.0155979 | -2.4777938
TRIM45 -0.0538 | 0.9634 | 5.04097 | -3.26558 | 0.0012135 | 0.0081381 | -1.7286119
NYNRIN -0.0539 | 0.9633 | 4.57940 | -2.78736 | 0.0056388 | 0.0278262 | -3.1256821
PLA2GA4F -0.0541 | 0.9632 | 5.07481 | -3.35114 | 0.0009034 | 0.0063501 | -1.456858
DRG1 -0.0542 | 0.9632 | 10.67509 | -2.79512 | 0.0055084 | 0.0273547 | -3.1046679
OTXI1 -0.0545 | 0.9629 | 3.79090 | -2.72284 | 0.0068355 | 0.0324085 | -3.2981527
SAPCD2 -0.0551 | 0.9625 | 8.05288 | -3.18756 | 0.0015798 | 0.0101282 | -1.9707022
MGA -0.0562 | 0.9618 | 8.70912 | -2.75572 | 0.0061996 | 0.0301199 | -3.2107297
ACBD6 -0.0578 | 0.9607 | 9.50731 | -3.57902 | 0.0003996 | 0.0031589 | -0.7013087
RAE1 -0.0580 | 0.9606 | 9.84998 | -3.02090 | 0.0027281 | 0.015498 | -2.4694172
LOC101928747 -0.0585 | 0.9603 | 11.08855 | -3.78544 | 0.0001839 | 0.0016397 | 0.0225138
IBA57 -0.0585 | 0.9603 | 6.09377 | -3.20053 | 0.0015126 | 0.0097579 | -1.9308465
LEMD3 -0.0585 | 0.9603 | 9.82213 | -3.55386 | 0.0004382 | 0.0034124 | -0.7869843
PWARS -0.0588 | 0.9601 | 3.57208 | -3.49259 | 0.0005472 | 0.0040991 | -0.9932834
ALCAM -0.0589 | 0.9600 | 10.07403 | -3.84174 | 0.0001479 | 0.0013535 | 0.2263471
RALGPSI1 -0.0593 | 0.9598 | 5.42309 | -4.38106 | 1.61E-05 | 0.0001904 | 2.3158813
FAM60A -0.0604 | 0.9590 | 10.82320 | -3.05427 0.00245 | 0.014229 | -2.3715808
MTX2 -0.0608 | 0.9587 | 9.55697 | -3.74748 | 0.0002127 | 0.0018566 | -0.1133776
LOC101927620 -0.0613 | 0.9584 | 3.95946 | -3.32701 | 0.0009824 | 0.0068066 | -1.5341806
HEYL -0.0617 | 0.9581 | 6.44989 | -2.67057 | 0.0079681 | 0.0366146 | -3.4350357
ALDHI18AI -0.0630 | 0.9572 | 9.87884 | -2.79758 | 0.0054678 | 0.0272785 | -3.0980122
BRMSI1L -0.0632 | 0.9572 | 7.85567 | -2.65268 | 0.0083929 | 0.0380378 | -3.4813106
RNF103 -0.0637 | 0.9568 | 8.83721 | -2.80098 | 0.0054119 | 0.027068 | -3.0887827
SAMD4B -0.0639 | 0.9567 | 7.50874 | -3.22189 | 0.0014076 | 0.0092102 | -1.864863
H3F3A -0.0653 | 0.9557 | 13.43188 | -3.29138 | 0.0011109 | 0.0075796 | -1.647364
AGBLS -0.0655 | 0.9556 | 7.24660 | -3.09387 | 0.0021539 | 0.0127911 | -2.2541738
ORAI2 -0.0655 | 0.9556 | 10.20629 | -3.62012 | 0.0003433 | 0.0027916 | -0.5601644
CENPO -0.0657 | 0.9555 | 6.87152 | -3.75242 | 0.0002087 | 0.0018347 | -0.0957638

37




GJCI -0.0658 | 0.9554 | 8.01512 | -4.60661 | 5.96E-06 | 7.87E-05 | 3.2616562
RMNDSA -0.0663 | 0.9551 | 8.75881 | -3.55249 | 0.0004404 | 0.003421 | -0.7916256
EIF2AK3 -0.0675 | 0.9543 | 9.07720 | -2.61382 | 0.0093865 | 0.0415506 | -3.5807835
DESI2 -0.0685 | 0.9536 | 9.89527 | -3.01270 | 0.0028007 | 0.0158376 | -2.4932985
TXLNG -0.0686 | 0.9536 | 9.68063 | -3.17319 | 0.0016575 | 0.0104356 | -2.0146978
CD99 -0.0689 | 0.9534 | 11.04149 | -2.62033 | 0.0092131 | 0.0410436 | -3.564224
GPR161 -0.0696 | 0.9529 | 6.25786 | -4.74045 | 3.24E-06 | 4.59E-05 | 3.8424364
DONSON -0.0716 | 0.9516 | 9.01219 | -3.21875 | 0.0014226 | 0.0092875 | -1.8745877
LOC647070 -0.0718 | 0.9515 | 6.56790 | -2.75926 | 0.0061344 | 0.0298726 | -3.201256
TIMELESS -0.0739 | 0.9501 | 9.10741 | -3.29029 | 0.0011151 | 0.0075917 | -1.6508297
MCM4 -0.0744 | 0.9497 | 9.88118 | -3.25134 | 0.0012739 | 0.0084435 | -1.7732061
INTS7 -0.0750 | 0.9493 | 8.08493 | -2.82277 | 0.005066 | 0.0256654 | -3.029399
FANCA -0.0767 | 0.9483 | 7.43314 | -3.78232 | 0.0001861 | 0.0016571 | 0.0112981
ATG4D -0.0780 | 0.9474 | 5.88830 | -3.11492 | 0.0020103 | 0.0121568 | -2.1911788
COPS6 -0.0795 | 0.9464 | 10.70109 | -3.48763 | 0.0005571 | 0.0041631 | -1.0098486
SLBP -0.0811 | 0.9453 | 11.50970 | -3.08043 | 0.0022505 | 0.0132269 | -2.2941731
ZAK -0.0819 | 0.9448 | 8.87820 | -2.79541 | 0.0055037 | 0.0273531 | -3.1039033
AC002064.5 -0.0826 | 0.9443 | 3.20054 | -3.20959 | 0.0014672 | 0.0095337 | -1.9029126
REV1 -0.0838 | 0.9436 | 8.86606 | -3.47835 | 0.000576 | 0.0042839 | -1.0407661
CA4 -0.0839 | 0.9435 | 4.77904 | -3.33040 | 0.000971 | 0.0067346 | -1.5233602
FANCI -0.0839 | 0.9435 | 10.05890 | -2.73191 | 0.0066545 | 0.0317886 | -3.2741382
WDR90 -0.0853 | 0.9426 | 7.18844 | -3.57469 | 0.000406 | 0.0031939 | -0.7160849
NUCKS1 -0.0876 | 0.9411 | 12.87430 | -3.05421 | 0.0024505 | 0.014229 | -2.3717601
FTSJ2 -0.0880 | 0.9408 | 9.55754 | -3.51761 | 0.0004999 | 0.0037946 | -0.9094428
FUZ -0.0887 | 0.9404 | 6.11834 | -3.58727 | 0.0003876 0.00308 | -0.6730839
LDB3 -0.0891 | 0.9401 | 6.96091 | -3.39670 | 0.0007701 | 0.0055121 | -1.3095085
EIF1IAX -0.0901 | 0.9395 | 11.38763 | -3.46658 | 0.0006008 | 0.0044266 | -1.0798591
SKA3 -0.0901 | 0.9395 | 7.57458 | -3.09608 | 0.0021384 | 0.012735 | -2.2475647
CHTFI18 -0.0912 | 0.9387 | 7.19533 | -3.09519 | 0.0021446 0.01276 | -2.2502213
UNCSA -0.0926 | 0.9378 | 4.90743 | -2.96600 | 0.0032493 | 0.0180015 | -2.6281904
CD2AP -0.0931 | 0.9375 | 9.57083 | -3.89323 | 0.0001209 | 0.0011381 | 0.4151686
IL17D -0.0934 | 0.9373 | 3.69589 | -3.17893 | 0.0016261 | 0.0102891 | -1.9971486
NMRALLI -0.0944 | 0.9366 | 9.02895 | -5.14802 | 4.66E-07 | 7.97E-06 | 5.6987462
TTTY13 -0.0950 | 0.9362 | 3.39380 | -2.60910 | 0.009514 | 0.0419969 | -3.5927679
MTBP -0.0969 | 0.9351 | 5.11839 | -2.84986 | 0.0046641 | 0.023997 | -2.9549582
TIGDS -0.0978 | 0.9344 | 7.25156 | -3.07684 | 0.0022769 | 0.0133697 | -2.3048221
BX538226 -0.1045 | 0.9301 | 2.79808 | -2.94811 | 0.0034379 | 0.0188633 | -2.6793311
UMOD -0.1057 | 0.9294 | 3.68737 | -2.88742 | 0.0041546 | 0.0218596 | -2.8506147
LOC91548 -0.1066 | 0.9288 | 8.33497 | -2.70815 | 0.0071381 | 0.0335626 | -3.336876
TRMT6 -0.1093 | 0.9270 | 8.91853 | -2.65071 | 0.008441 | 0.0381455 | -3.4863949
RAC3 -0.1097 | 0.9268 | 5.04430 | -3.58025 | 0.0003978 | 0.0031487 | -0.6971226
TMEM145 -0.1122 | 0.9252 | 3.92104 | -2.74848 | 0.0063349 | 0.0305827 -3.23007
CEL -0.1139 | 0.9241 | 3.58751 | -3.37665 | 0.0008263 | 0.005852 | -1.3745717
GPSM2 -0.1150 | 0.9234 | 8.15660 | -2.88101 | 0.0042379 | 0.022252 | -2.868531
FAMI9AS -0.1180 | 0.9214 | 4.83958 | -3.69026 | 0.0002642 | 0.0022214 | -0.3158596
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Cl150rf59 -0.1200 | 0.9202 | 5.32637 | -2.83912 | 0.0048197 | 0.0246696 | -2.9845381
COQ4 -0.1201 | 0.9201 | 8.09217 | -4.09927 | 5.29E-05 | 0.0005405 | 1.1934639
LOC101928221 -0.1208 | 0.9197 | 5.02710 | -3.09872 0.00212 | 0.0126616 | -2.2396892
TMEMI161A -0.1216 | 0.9192 | 8.34191 | -2.87284 | 0.0043461 | 0.0227146 | -2.8912794
LOC101927550 -0.1237 | 09179 | 4.01687 | -2.70403 | 0.0072251 | 0.0338952 | -3.3476898
NUP133 -0.1243 | 09175 | 9.96235 | -3.18138 | 0.0016128 | 0.0102457 | -1.9896604
LOC101929255 -0.1248 | 09172 | 4.17410 | -2.61329 | 0.0094007 | 0.0415549 | -3.5821258
LOC102725408 -0.1258 | 0.9165 | 3.23340 | -2.80980 | 0.0052694 | 0.0264821 | -3.0648046
ATXNIO -0.1266 | 0.9160 | 11.38498 | -3.85701 | 0.0001394 | 0.0012923 | 0.2820928
YWHAQ -0.1319 | 0.9126 | 12.33712 | -3.24474 | 0.0013028 | 0.0085988 | -1.7938235
GNPAT -0.1341 | 0.9113 | 10.06190 | -4.07404 | 5.86E-05 | 0.0005944 | 1.0962047
MEG3 -0.1347 | 0.9108 | 5.72719 | -2.79172 | 0.0055652 | 0.0275496 | -3.1138835
LINCO00265 -0.1408 | 0.9070 | 4.35344 | -4.20713 | 3.38E-05 | 0.0003641 | 1.6152277
XRCC3 -0.1423 | 0.9061 | 4.93467 | -3.03597 | 0.0025991 | 0.0149537 | -2.425366
LBR -0.1439 | 0.9051 | 12.16735 | -3.70237 | 0.0002524 | 0.002135 | -0.2732616
LETM2 -0.1440 | 0.9050 | 4.43336 | -3.16934 | 0.001679 | 0.0105494 | -2.0264683
GLOl1 -0.1457 | 0.9039 | 11.34038 | -2.79676 | 0.0054813 | 0.027285 | -3.1002415
Cl6orf59 -0.1480 | 0.9025 | 6.71693 | -3.00784 | 0.0028446 | 0.016057 | -2.5074353
FERI1L4 -0.1492 | 0.9018 | 4.70517 | -2.68933 | 0.0075435 | 0.0350227 | -3.3862008
RADS54L -0.1520 | 0.9000 | 7.20248 | -2.66511 | 0.0080956 | 0.037011 | -3.449186
Clé6orf52 -0.1552 | 0.8980 | 9.36553 | -2.96217 | 0.0032888 | 0.0181975 | -2.6391476
ZCCHC3 -0.1583 | 0.8961 | 8.29055 | -4.11598 | 4.94E-05 | 0.0005101 | 1.2581358
FIP1L1 -0.1590 | 0.8956 | 9.00686 | -2.80461 | 0.0053528 | 0.0268151 | -3.078912
LOC100506289 -0.1621 | 0.8937 | 3.13345 | -2.95340 | 0.0033811 | 0.0186264 | -2.6642261
NUTM1 -0.1648 | 0.8921 | 4.97857 | -2.92838 | 0.0036575 | 0.0198083 | -2.7353925
LINC00702 -0.1663 | 0.8911 | 3.26047 | -2.96153 | 0.0032955 | 0.0182095 | -2.6410014
SUNI -0.1666 | 0.8909 | 8.78655 | -2.59326 | 0.0099538 | 0.0435098 | -3.6328576
Cllorf95 -0.1673 | 0.8905 | 7.52961 | -2.97832 | 0.003125 | 0.0173743 | -2.5928098
PAICS -0.1683 | 0.8899 | 10.85292 | -3.43684 | 0.0006681 | 0.0048651 | -1.1781044
ZBED3 -0.1697 | 0.8891 | 6.42073 | -2.72987 | 0.0066947 | 0.0318593 | -3.2795237
PRKCI -0.1697 | 0.8890 | 9.51988 | -2.71942 | 0.0069049 | 0.0326864 | -3.3071843
SLC25A10 -0.1700 | 0.8888 | 6.71598 | -3.17612 | 0.0016414 | 0.010355 | -2.0057573
HMGB2 -0.1723 | 0.8874 | 13.21777 | -2.75254 | 0.0062586 | 0.0303361 | -3.219217
ANKS6 -0.1729 | 0.8871 | 6.85779 | -3.84056 | 0.0001486 | 0.0013577 | 0.2220324
MYOM3 -0.1731 | 0.8869 | 5.44231 | -3.13307 | 0.0018936 | 0.0116645 | -2.1365286
DKFZp451A211 | -0.1741 | 0.8863 | 5.42257 | -3.84894 | 0.0001438 | 0.0013277 0.252623
MED20 -0.1748 | 0.8859 | 8.30255 | -3.66004 | 0.0002959 | 0.0024406 | -0.4216337
LOC646903 -0.1787 | 0.8835 | 4.09343 | -3.33788 | 0.0009461 | 0.0065837 | -1.4994068
RPL7L1 -0.1795 | 0.8830 | 11.24564 | -3.10884 | 0.0020508 | 0.0123182 | -2.2093991
BUB3 -0.1814 | 0.8819 | 10.95586 | -4.32571 | 2.05E-05 | 0.0002341 | 2.0901906
FLJ37201 -0.1821 | 0.8814 | 4.36636 | -3.60075 | 0.0003689 | 0.0029569 | -0.6268828
B3GNT6 -0.1849 | 0.8797 | 5.13390 | -2.62423 | 0.0091104 | 0.0406947 | -3.5542674
ARSK -0.1851 | 0.8796 | 6.25693 | -2.85578 | 0.0045801 | 0.0236814 | -2.9385837
DSNI1 -0.1910 | 0.8760 | 7.89106 | -2.71198 | 0.0070579 | 0.0332602 | -3.3267778
MCAM -0.1928 | 0.8749 | 9.40740 | -2.68007 | 0.0077505 | 0.0358246 | -3.4103482

39




NCAPH2 -0.1970 | 0.8724 | 7.75076 | -3.05680 0.00243 | 0.0141517 | -2.3641201
LRP4 -0.2006 | 0.8702 | 3.82650 | -3.18483 | 0.0015943 | 0.0101821 | -1.9790869
DUSP14 -0.2034 | 0.8685 | 7.09965 | -2.94029 | 0.0035234 | 0.0192484 | -2.7015894
COG4 -0.2057 | 0.8671 | 7.67985 | -3.43380 | 0.0006754 | 0.0049066 | -1.1881159
KIF22 -0.2080 | 0.8657 | 8.44122 | -3.60621 | 0.0003615 | 0.0029015 | -0.6080842
SPATASLI -0.2085 | 0.8654 | 8.69604 | -3.82368 | 0.0001587 | 0.0014343 | 0.1606442
LOC101927206 -0.2094 | 0.8649 | 4.32266 | -4.09113 | 5.47E-05 | 0.000557 1.161998
ZNF786 -0.2097 | 0.8647 | 6.25754 | -2.61338 | 0.0093983 | 0.0415549 | -3.5819012
PSMD4 -0.2100 | 0.8645 | 10.86546 | -2.87061 | 0.004376 | 0.022833 | -2.8974724
KIF20A -0.2139 | 0.8622 | 8.62649 | -2.76427 | 0.0060432 | 0.0294973 | -3.1878324
PCNA -0.2176 | 0.8600 | 12.23171 | -2.68962 | 0.007537 | 0.0350183 | -3.3854289
TFDP1 -0.2342 | 0.8501 | 11.00145 | -3.33606 | 0.0009521 | 0.0066109 | -1.5052523
CDC7 -0.2428 | 0.8451 | 8.46887 | -2.81777 | 0.0051435 | 0.0259809 | -3.0430502
ARHGAPIIA -0.2449 | 0.8439 | 6.18659 | -2.80724 | 0.0053103 | 0.0266238 | -3.0717591
PHF6 -0.2482 | 0.8420 | 11.05773 | -2.79219 | 0.0055573 | 0.0275321 | -3.112602
NPY -0.2502 | 0.8408 | 4.94297 | -2.88854 | 0.0041402 | 0.0218022 | -2.8474834
C2lorf58 -0.2635 | 0.8331 | 6.79660 | -3.87607 | 0.0001294 | 0.0012116 | 0.3519793
GINS3 -0.2642 | 0.8327 | 8.03609 | -3.08913 | 0.0021875 | 0.0129417 | -2.2682938
LRP11 -0.2657 | 0.8318 | 7.67356 | -2.65154 | 0.0084205 | 0.0381078 | -3.4842323
NR2F6 -0.2669 | 0.8311 | 7.48992 | -4.57606 | 6.84E-06 | 8.89E-05 | 3.1311508
GTPBP3 -0.2718 | 0.8283 | 7.43434 | -4.11324 | 4.99E-05 | 0.0005146 1.247507
RANBPI -0.2738 | 0.8271 | 11.29015 | -2.97014 | 0.003207 | 0.0177829 | -2.6163069
ANKH -0.2744 | 0.8268 | 9.29347 | -2.87929 | 0.0042604 | 0.0223411 | -2.8733084
IMJD1C -0.2754 | 0.8262 | 9.68971 | -3.25548 | 0.0012561 | 0.0083713 | -1.7602852
CDCA2 -0.2761 | 0.8258 | 8.70133 | -3.15257 | 0.0017752 | 0.0110436 | -2.0774857
IGF2BP1 -0.2812 | 0.8229 | 5.70185 | -3.06897 | 0.0023359 | 0.0136651 | -2.3281488
XYLTI -0.2879 | 0.8191 | 7.76519 | -2.64228 | 0.008649 | 0.0390293 | -3.508058
CBX2 -0.2905 | 0.8176 | 6.51084 | -3.16270 | 0.0017165 | 0.0107422 | -2.0467076
SKP2 -0.3045 | 0.8097 | 9.52590 | -3.68748 | 0.0002669 | 0.0022401 | -0.3256228
DDX11 -0.3061 | 0.8088 | 8.30544 | -4.32612 | 2.04E-05 | 0.0002341 | 2.0918596
CASC5 -0.3244 | 0.7986 | 9.10887 | -3.56183 | 0.0004256 | 0.0033268 | -0.759908
C170rf80 -0.3259 | 0.7978 | 7.34450 | -3.35841 | 0.0008808 | 0.0062051 | -1.4334785
MAMDC4 -0.3304 | 0.7953 | 5.38860 | -3.12475 | 0.0019463 | 0.0118728 | -2.1616312
MYHI10 -0.3412 | 0.7894 | 9.10337 | -2.74802 | 0.0063436 | 0.0305827 | -3.2313011
LOC729680 -0.3540 | 0.7824 | 4.63010 | -3.53245 | 0.0004737 | 0.0036263 | -0.8594545
LOC102724967 -0.3699 | 0.7738 | 6.17342 | -4.13891 | 4.49E-05 | 0.0004683 | 1.3473285
C9orf40 -0.3845 | 0.7661 | 8.92689 | -3.50305 | 0.000527 | 0.003971 | -0.9582998
RCC1 -0.3875 | 0.7644 | 8.69309 | -2.93077 | 0.0036302 | 0.0197117 | -2.7286204
BEND3 -0.4033 | 0.7562 | 6.61797 | -3.81619 | 0.0001633 | 0.001473 | 0.1335101
BUBI1B -0.4184 | 0.7483 | 10.34232 | -3.73378 | 0.0002241 | 0.0019345 | -0.1621161
EXOl -0.4334 | 0.7405 | 7.07598 | -3.07482 | 0.002292 | 0.0134456 | -2.3108317
SAC3D1 -0.5326 | 0.6913 | 9.32519 | -5.27214 | 2.52E-07 | 4.65E-06 | 6.2897079
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