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Fig. S1 AF4-UV fractograms of (a) A40 and (b) A80 and their mixtures with BSA, dashed line: 

retention time at which signal intensity is recorded to evaluate the signal decrease of free aptamer, 

correlated to the formation of a complex.   

mailto:valentina.marassi2@unibo.it
mailto:monica.mattarozzi@unipr.it

